
Table S3. Significant Correlations of Significantly Regulated Liver Transcriptomic Genes with Portal Insulin.

	Gene
	Fold Change
	p-value
	Adjusted 
p-value
	Portal Insulin ρ
	Portal Insulin p

	ACADSB
	0.77760221
	1.9895E-13
	6.7577E-11
	-0.444
	0.0203

	APOH
	0.99690124
	1.7604E-12
	4.3633E-10
	-0.1365
	0.4972

	SORD
	0.62834418
	3.8529E-11
	7.6814E-09
	-0.3047
	0.1222

	PPP1R1A
	1.08591657
	9.6881E-11
	1.8133E-08
	-0.1817
	0.3644

	GSTA2
	0.92540838
	1.5835E-09
	2.0746E-07
	-0.5456
	0.0032

	LPA
	1.02216931
	6.2103E-09
	6.9889E-07
	-0.4696
	0.0135

	PLA2G2A
	-1.5714062
	1.1128E-08
	1.1466E-06
	-0.1783
	0.3735

	FREM2
	1.10884809
	1.3749E-08
	1.3705E-06
	0.02718
	0.893

	CAT
	0.61910292
	1.6777E-08
	1.6028E-06
	-0.1392
	0.4885

	ACAT1
	0.71748297
	1.8567E-08
	1.7375E-06
	-0.0684
	0.7346

	LOC100507389
	1.11596441
	3.4525E-08
	3.0445E-06
	-0.5432
	0.0034

	LY6E
	-0.866503
	6.2476E-08
	4.9996E-06
	0.06504
	0.7472

	ALB
	0.67014478
	6.2721E-08
	4.9996E-06
	-0.1795
	0.3702

	SORL1
	0.44155066
	7.4008E-08
	5.6561E-06
	-0.2336
	0.2409

	ALAD
	0.5110381
	8.5634E-08
	6.4905E-06
	-0.2159
	0.2795

	ACOX1
	0.61030054
	8.8883E-08
	6.6815E-06
	-0.2318
	0.2448

	EEF2
	0.56590524
	1.09E-07
	8.0613E-06
	-0.2666
	0.1789

	SULT1E1
	1.00353489
	1.5358E-07
	1.0511E-05
	0.08244
	0.6827

	EIF4B
	0.5860034
	2.4035E-07
	1.5523E-05
	-0.2104
	0.2922

	ST13
	0.43823418
	2.75E-07
	1.7393E-05
	0.1133
	0.5737

	BTN3A1
	-1.2748577
	3.898E-07
	2.3339E-05
	0.3948
	0.0415

	HRG
	0.63901133
	3.9392E-07
	2.3339E-05
	-0.1402
	0.4856

	ITIH1
	1.20870417
	4.4598E-07
	2.5724E-05
	-0.1408
	0.4837

	MARC2
	0.48978641
	6.2335E-07
	3.3827E-05
	-0.1548
	0.4407

	RPL3
	0.58821736
	1.1043E-06
	5.7217E-05
	-0.06595
	0.7438

	RPL4
	0.41874215
	1.3026E-06
	6.4927E-05
	0.04244
	0.8335

	CYP2E1
	0.8558773
	1.7561E-06
	8.3448E-05
	-0.3075
	0.1187

	BHMT
	0.59212579
	1.8959E-06
	8.9625E-05
	-0.2824
	0.1535

	SLCO1B1
	0.59715255
	1.9362E-06
	9.1062E-05
	-0.3649
	0.0613

	EEF1A1
	0.52530764
	3.2622E-06
	0.00014281
	-0.182
	0.3636

	TNFAIP2
	-0.7562243
	4.3058E-06
	0.00018114
	0.1365
	0.4972

	C6
	0.72234356
	4.3759E-06
	0.00018325
	-0.1499
	0.4554

	SLC23A2
	0.65475229
	6.4929E-06
	0.00025778
	-0.1918
	0.338

	FPR3
	-1.3867224
	6.6697E-06
	0.0002628
	0.06901
	0.7323

	GHR
	0.63986499
	8.7115E-06
	0.00033428
	-0.0971
	0.6299

	EEF1G
	0.39246843
	9.4092E-06
	0.00035955
	-0.2253
	0.2584

	FYB1
	-1.0341812
	1.0038E-05
	0.00037728
	0.5423
	0.0035

	C5
	0.5868277
	1.3398E-05
	0.00048943
	-0.2733
	0.1678

	HSD17B13
	0.80075784
	1.5983E-05
	0.00057034
	0.003359
	0.9867

	ALDH6A1
	0.48387036
	2.4727E-05
	0.00081486
	-0.4974
	0.0083

	PPP1R3C
	0.75091581
	2.479E-05
	0.00081486
	-0.506
	0.0071

	MAP2K6
	1.10419236
	2.5655E-05
	0.00083731
	-0.004275
	0.9831

	CD2
	-1.377607
	3.2216E-05
	0.00102587
	0.4736
	0.0126

	GNE
	0.63138344
	3.3502E-05
	0.00105222
	-0.4171
	0.0304

	EIF3L
	0.56390121
	3.4262E-05
	0.00106513
	-0.07725
	0.7017

	F2
	0.47062043
	3.5481E-05
	0.0010993
	-0.2467
	0.2148

	MAP2K1
	0.62554179
	3.859E-05
	0.00119161
	-0.2327
	0.2428

	EVI2A
	-1.2787046
	3.8773E-05
	0.00119324
	0.4598
	0.0158

	SNTB1
	0.49575985
	3.9944E-05
	0.00122517
	-0.124
	0.5379

	CFH
	0.5913525
	4.0928E-05
	0.001247
	-0.2009
	0.315

	RAPH1
	0.43121849
	4.7788E-05
	0.00142292
	-0.3267
	0.0962

	GBP2
	-0.7391331
	5.1386E-05
	0.00151046
	0.3646
	0.0615

	ADH1C
	0.56243455
	5.5683E-05
	0.00161605
	-0.1792
	0.371

	ALDH1L1
	0.55538463
	6.1017E-05
	0.00173785
	-0.3844
	0.0477

	FMO5
	0.39875611
	6.3852E-05
	0.00181297
	-0.3524
	0.0714

	APOF
	0.6803767
	7.003E-05
	0.00195805
	-0.4253
	0.027

	ANPEP
	0.41050942
	7.8958E-05
	0.00217456
	-0.3551
	0.0691

	HDLBP
	0.51306655
	9.2386E-05
	0.00245587
	-0.1856
	0.3539

	UPB1
	0.42421335
	9.4519E-05
	0.00249807
	-0.01344
	0.947

	DHRS4-AS1
	0.65001101
	9.7969E-05
	0.00257441
	-0.3389
	0.0837

	ACACB
	0.46267992
	0.00010532
	0.00275945
	-0.3966
	0.0405

	C8B
	0.60403588
	0.00013206
	0.00334556
	-0.2327
	0.2428

	PRKCB
	-0.9788269
	0.00013288
	0.00335705
	-0.2913
	0.1404

	WDR72
	0.71954741
	0.0001473
	0.00369092
	-0.2537
	0.2016

	CYP39A1
	0.6517641
	0.00016437
	0.00408382
	-0.2275
	0.2538

	DHTKD1
	0.42535219
	0.00022219
	0.00519822
	-0.4602
	0.0157

	SLC19A2
	0.74167524
	0.00023334
	0.00541759
	-0.214
	0.2837

	ATP13A3
	0.32571827
	0.00027102
	0.00618281
	-0.2745
	0.1659

	THNSL1
	0.68731202
	0.00028011
	0.00637037
	-0.3133
	0.1116

	SLC17A2
	0.71968518
	0.00029569
	0.00661212
	-0.1716
	0.3921

	CPED1
	0.50178823
	0.00033013
	0.00726044
	-0.1664
	0.4068

	CNBP
	0.32281408
	0.00036489
	0.00787395
	-0.1627
	0.4173

	IL1RAP
	0.66702139
	0.00046399
	0.00962731
	-0.4406
	0.0214

	GSTA7P
	0.7392724
	0.00054131
	0.01096393
	-0.4864
	0.0101

	PTMA
	-0.424711
	0.0005644
	0.01131478
	0.1435
	0.4751

	EGR1
	-1.0667163
	0.00056506
	0.01131478
	-0.3484
	0.0749

	LILRB1
	-1.0337469
	0.00058753
	0.01166292
	0.4424
	0.0208

	IGSF6
	-0.9941756
	0.00067782
	0.01305944
	0.4711
	0.0131

	PLVAP
	-0.9895183
	0.00073505
	0.01392801
	-0.2076
	0.2987

	PLGLA
	0.68088755
	0.00075158
	0.01409557
	-0.1026
	0.6106

	GATM
	0.44546878
	0.00076568
	0.01433068
	-0.1725
	0.3895

	VNN1
	0.59214465
	0.00078988
	0.01460476
	0.102
	0.6127

	TMSB4X
	-0.3641356
	0.00088335
	0.01576114
	-0.3139
	0.1108

	ITGAL
	-0.7075458
	0.00092005
	0.01635224
	-0.04427
	0.8264

	CD163
	-0.637546
	0.00094592
	0.01668283
	0.05374
	0.7901

	QDPR
	0.43725516
	0.00099398
	0.01741991
	0.1673
	0.4042

	GCDH
	0.44402593
	0.00099721
	0.01741991
	-0.4174
	0.0303

	ZFP36
	-0.6260268
	0.0011369
	0.01933641
	-0.05099
	0.8006

	CFHR2
	0.51414729
	0.00118948
	0.02005279
	-0.04702
	0.8158

	SERP1
	0.38679245
	0.00123551
	0.02067671
	-0.1548
	0.4407

	STARD4-AS1
	0.93811082
	0.00124339
	0.02077068
	-0.182
	0.3636

	SIK1
	-1.1851352
	0.00146781
	0.0231692
	-0.2263
	0.2564

	CYP2A6
	0.55481232
	0.00147676
	0.02323052
	-0.4171
	0.0304

	HPX
	0.43844632
	0.00157069
	0.02429144
	-0.1786
	0.3727

	SLC1A2
	0.78256845
	0.00161085
	0.02474559
	-0.4446
	0.0202

	MDN1
	0.45520748
	0.00164266
	0.02519204
	0.331
	0.0917

	CNTNAP2
	0.80881511
	0.00168569
	0.0257658
	-0.1927
	0.3356

	NADK2
	0.43754532
	0.00171455
	0.02611747
	-0.0858
	0.6705

	APOC4
	0.55327486
	0.00171724
	0.02611747
	-0.4006
	0.0384

	HPRT1
	0.6562391
	0.00173069
	0.02627845
	-0.2992
	0.1294

	CALM1
	0.29999524
	0.00184261
	0.0275221
	-0.3676
	0.0592

	DHRS1
	0.43434509
	0.0019193
	0.02848201
	-0.2849
	0.1498

	CD84
	-1.1105483
	0.0019406
	0.02865907
	0.3969
	0.0404

	GREM2
	0.48091048
	0.00197136
	0.02901975
	-0.3902
	0.0442

	SELENOS
	-0.5073858
	0.00226539
	0.03282134
	-0.04275
	0.8323

	C3
	0.35122327
	0.00238613
	0.03408595
	-0.1011
	0.6159

	VSNL1
	0.5784335
	0.00262272
	0.03677826
	0.1548
	0.4407

	RPL14
	0.28089909
	0.00275469
	0.03803076
	-0.1408
	0.4837

	AMOTL1
	0.63799754
	0.00284976
	0.03891905
	-0.2342
	0.2397

	PSMA4
	-0.5728199
	0.00297193
	0.04031894
	-0.1386
	0.4905

	LRRK2
	0.59571049
	0.00307022
	0.04122543
	-0.3893
	0.0447

	CACNA1H
	1.16819071
	0.00311381
	0.04162792
	-0.4415
	0.0211

	AGXT2
	0.40838116
	0.00358393
	0.04676787
	-0.4131
	0.0322

	GCH1
	0.5083041
	0.00359126
	0.04676787
	-0.3484
	0.0749

	RABGGTB
	0.42902742
	0.00360495
	0.04676787
	-0.2266
	0.2558

	C9
	0.43584452
	0.00388889
	0.049261
	-0.2424
	0.2231

	MAGI2-AS3
	0.49550332
	0.00394259
	0.04953086
	-0.3985
	0.0395

	MARCH1
	-0.7372669
	0.00904677
	0.09239192
	-0.1948
	0.3302




