
[bookmark: _Toc191332243][bookmark: _Hlk191296896]Supplementary Table 17. P-values of Welch’s t-test between data grouping B and data grouping C for performance metrics of internal testing obtained by models trained on OncoSG data
	BA
	LASSO
	LASSO
(Adj. P)
	LR
	LR (Adj. P)
	MLP
	MLP (Adj. P)
	RF
	RF (Adj. P)
	SVM_W
	SVM_W
 (Adj. P)
	XGB_W
	XGB_W
 (Adj. P)

	Z_Original
	0.914
	0.914
	0.650
	0.779
	0.234
	0.547
	0.254
	0.832
	0.732
	0.923
	0.848
	0.848

	Z_Raw
	0.638
	0.744
	0.476
	0.779
	0.674
	0.786
	0.594
	0.832
	0.654
	0.923
	0.236
	0.836

	Z_Binary
	0.461
	0.646
	0.779
	0.779
	0.899
	0.899
	0.473
	0.832
	1
	1
	0.310
	0.836

	Z_NICG
	0.161
	0.564
	0.686
	0.779
	0.519
	0.727
	1
	1
	0.108
	0.494
	0.716
	0.836

	Z_NPN
	0.262
	0.612
	0.071
	0.299
	0.118
	0.547
	0.492
	0.832
	0.141
	0.494
	0.689
	0.836

	Z_QN
	0.014*
	0.098
	0.375
	0.779
	0.334
	0.585
	0.748
	0.873
	0.791
	0.923
	0.701
	0.836

	Z_QNZ
	0.403
	0.646
	0.085
	0.299
	0.222
	0.547
	0.262
	0.832
	0.441
	0.923
	0.605
	0.836

	 

	AUC
	LASSO
	LASSO
(Adj. P)
	LR
	LR (Adj. P)
	MLP
	MLP (Adj. P)
	RF
	RF (Adj. P)
	SVM_W
	SVM_W
 (Adj. P)
	XGB_W
	XGB_W
 (Adj. P)

	Z_Original
	0.523
	0.742
	0.695
	0.768
	0.388
	0.577
	0.073
	0.256
	0.578
	0.578
	0.208
	0.728

	Z_Raw
	0.056
	0.194
	0.066
	0.229
	0.495
	0.577
	0.061
	0.256
	0.119
	0.277
	0.149
	0.728

	Z_Binary
	0.778
	0.778
	0.768
	0.768
	0.618
	0.618
	0.759
	0.901
	0.473
	0.563
	0.319
	0.743

	Z_NICG
	0.051
	0.194
	0.190
	0.361
	0.488
	0.577
	0.531
	0.901
	0.033*
	0.229
	0.709
	0.860

	Z_NPN
	0.244
	0.570
	0.206
	0.361
	0.155
	0.361
	1
	1
	0.158
	0.277
	0.864
	0.864

	Z_QN
	0.587
	0.742
	0.389
	0.544
	0.065
	0.226
	0.772
	0.901
	0.483
	0.563
	0.737
	0.860

	Z_QNZ
	0.636
	0.742
	0.031*
	0.218
	0.042*
	0.226
	0.393
	0.901
	0.096
	0.277
	0.722
	0.860


*0.01 ≤ P-value (or Adj. P) < 0.05; **0.001 ≤ P-value (or Adj. P) < 0.01; ***P-value (or Adj. P) < 0.001. Adj. P, False Discovery Rate adjusted p-P-value for the within-model Welch’s t-test comparison; AUC, area under the curve of the receiver operating characteristic curve; BA, balanced accuracy; Delta, difference ofbetween the model vsand Z_originalOriginal; LR, logistic regression; LASSO, Least Absolute Shrinkage and Selection Operator; MLP, multilayer perceptron; Ref, reference.; RF, random forest; SVM_W, (Linearlinear) support vector machine with weighting; XGB_W, Extreme Gradient Boosting with weighting; Z_Binary, Binarization binarization applied to Z_Raw data; Z_NICG, Normalization using Internal Control Genes (NICG) applied to Z_Raw data; Z_NPN;, Non-Parametric Normalization (NPN) applied to Z_Raw data,; Z_Original, Z-transformed RNA-seq data in FPKM format, including all gene features shared between the two cohorts; Z_QN, Quantile Normalization (QN) applied to Z_Raw data,; Z_QNZ, Quantile Normalization with Z-Score (QNZ) applied to Z_Raw data; Z_Raw, Z_Original data restricted to the selected DEGs.


