
Supplementary Table 5. Baseline characteristics of melanoma patients in both the TCGA and DFCI datasets
	Melanoma
	TCGA
	DFCI

	Feature
	Value
	DECEASED    n=173
	LIVING  
  n=187
	Total
n=360
	DECEASED     n=13
	LIVING   
 n=27
	Total
n=40

	
	
	Count
	 (%)
	Count
	 (%)
	Count
	 (%)
	 Count
	 (%)
	 Count
	 (%)
	Count
	 (%)

	SEX
	Male
	97
	56.07
	127
	67.91
	224
	62.22
	11
	84.62
	15
	55.56
	26
	65.00

	
	Female
	76
	43.93
	60
	32.09
	136
	37.78
	2
	15.38
	12
	44.44
	14
	35.00

	AGE
	<=60
	104
	60.12
	104
	55.61
	208
	57.78
	3
	23.08
	6
	22.22
	9
	22.50

	
	61-72
	35
	20.23
	49
	26.20
	84
	23.33
	6
	46.15
	14
	51.85
	20
	50.00

	
	>72
	34
	19.65
	34
	18.18
	68
	18.89
	4
	30.77
	7
	25.93
	11
	27.50

	TMB
	Low (<6)
	34
	19.65
	35
	18.72
	69
	19.17
	5
	38.46
	13
	48.15
	18
	45.00

	
	Intermediate ( 6–19)
	70
	40.46
	62
	33.16
	132
	36.67
	5
	38.46
	11
	40.74
	16
	40.00

	
	High (20-39)
	32
	18.5
	52
	27.81
	84
	23.33
	1
	7.69
	2
	7.41
	3
	7.50

	
	Very High (≥ 40)
	37
	21.39
	38
	20.32
	75
	20.83
	2
	15.38
	1
	3.70
	3
	7.50

	PATH_M_STAGE
	M0
	143
	82.66
	169
	90.37
	312
	86.67
	1
	7.69
	0
	0.00
	1
	2.50

	
	M1
	14
	1.73
	8
	1.07
	22
	6.11
	12
	0.00
	27
	0.00
	39
	97.50

	
	Not Available
	16
	9.25
	10
	5.35
	26
	7.22
	0
	0.00
	0
	0.00
	0
	0.00

	AJCC_PATHOLOGIC_TUMOR_STAGE
	STAGE I
	36
	0.21
	39
	0.21
	75
	20.83
	Not Available

	
	STAGE I/II (NOS)
	7
	4.05
	6
	3.21
	13
	3.61
	

	
	STAGE II
	28
	0.16
	46
	0.25
	74
	20.56
	

	
	STAGE III
	72
	0.42
	71
	0.38
	143
	39.72
	

	
	STAGE IV
	13
	7.51
	8
	4.28
	21
	5.83
	

	
	Not Available
	17
	9.83
	17
	9.09
	34
	9.44
	

	NUMBER OF GENES
	20,518
	21,935

	NUMBER OF SHARED GENES 
	19,598 (95.52%)
	19,598 (89.35%)


[bookmark: _Hlk219804087]DFCI, Dana-Farber Cancer Institute; NOS, not otherwise specified; TCGA, The Cancer Genome Atlas; TMB, tumor mutational burden.


