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	Glioblastoma
	TCGA
	CPTAC 

	Feature
	Value
	DECEASED    n=52
	LIVING 
   n=99
	Total
n=151
	DECEASED     n=35
	LIVING 
  n=62
	Total
n=97

	
	
	Count
	 (%)
	Count
	 (%)
	Count
	 (%)
	 Count
	 (%)
	 Count
	 (%)
	Count
	 (%)

	SEX
	Male
	37
	71.15
	59
	59.6
	96
	63.58
	19
	54.29
	35
	56.45
	54
	55.67

	
	Female
	15
	28.85
	40
	40.4
	55
	36.42
	16
	45.71
	27
	43.55
	43
	44.33

	AGE
	<=60
	28
	53.85
	42
	42.42
	70
	46.36
	26
	74.29
	31
	50
	57
	58.76

	
	61-72
	14
	26.92
	29
	29.29
	43
	28.48
	7
	20
	21
	33.87
	28
	28.87

	
	>72
	10
	19.23
	28
	28.28
	38
	25.17
	2
	5.71
	10
	16.13
	12
	12.37

	TMB
	Low (<6)
	51
	98.08
	94
	94.95
	145
	96.03
	35
	100
	61
	98.39
	96
	98.97

	
	Intermediate( 6–19)
	0
	0
	0
	0
	0
	0.00
	0
	0
	0
	0
	0
	0

	
	High(20-39)
	0
	0
	0
	0
	0
	0.00
	0
	0
	1
	1.61
	1
	1.03

	
	Not Available
	1
	1.92
	5
	5.05
	6
	3.97
	0
	0
	0
	0
	0
	0

	THERAPY
	TMZ Chemoradiation, TMZ Chemo
	32
	61.54
	32
	32.32
	64
	42.38
	Not Available

	
	Standard Radiation, TMZ Chemo
	10
	19.23
	14
	14.14
	24
	15.89
	

	
	Nonstandard Radiation, TMZ Chemo
	3
	5.77
	11
	11.11
	14
	9.27
	

	
	Unspecified Radiation
	3
	5.77
	19
	19.19
	22
	14.57
	

	
	Standard Radiation
	2
	3.85
	10
	10.1
	12
	7.95
	

	
	Nonstandard Radiation
	1
	1.92
	3
	3.03
	4
	2.65
	

	
	Unspecified Therapy
	1
	1.92
	4
	4.04
	5
	3.31
	

	
	Standard Radiation, Alkylating Chemo
	 
	 
	4
	4.04
	4
	2.65
	

	
	Alkylating Chemo
	 
	 
	1
	1.01
	1
	0.66
	

	
	TMZ Chemo
	 
	 
	1
	1.01
	1
	0.66
	

	NUMBER OF GENES
	20,518
	44,963

	NUMBER OF SHARED GENES 
	14,027 (68.36%)
	14,027 (31.20%)


CPTAC, Clinical Proteomic Tumor Analysis Consortium; TCGA, The Cancer Genome Atlas; TMB, tumor mutational burden; TMZ, Temozolomide.


