
Supplementary Table 6. Differences of the gut microbia in hyperlipidemic human subjects
	Variable
	FL1 (n = 10)
	FL2 (n = 10)
	p

	Cyanobacteriaa
	0 (0, 0)
	0 (0, 0)
	0.55

	Anaerostipesa
	0.27 (0.11, 0.37)
	0.11 (0.04, 0.16)
	0.48

	Bilophilaa
	0.03 (0.02, 0.12)
	0.06 (0.01, 0.26)
	0.57

	Butyricicoccusa
	0.13 (0.04, 0.21)
	0.17 (0.08, 0.25)
	0.39

	Christensenellaa
	0 (0, 0)
	0 (0, 0)
	0.48

	Cloacibacillusa
	0 (0, 0)
	0 (0, 0)
	0.8

	Enterococcus
	0 (0, 0)
	0 (0, 0)
	0.73

	Faecalibacteriuma
	4.8 (0.14, 7.68)
	4.01 (0.98, 5.87)
	0.97

	Faecalicoccusa
	0 (0, 0.01)
	0.01 (0, 0.02)
	0.73

	Fusicatenibactera
	0.09 (0.03, 0.29)
	0.31 (0.12, 0.84)
	0.17

	Lachnoanaerobaculuma
	0 (0, 0)
	0 (0, 0)
	0.08

	Lachnospiraa
	0 (0, 0.06)
	0 (0, 0.01)
	0.85

	Lachnospiracea_incertae_sedisa
	2.41 (0.96, 5.32)
	0.99 (0.55, 7.68)
	0.8

	Mogibacteriuma
	0 (0, 0)
	0 (0, 0)
	0.4

	Roseburiaa
	0.23 (0.16, 2.57)
	1.23 (0.5, 4.77)
	0.48

	Ruminococcus 2a
	0.55 ± 0.51
	1.28 ± 0.81
	0.03

	Solobacteriuma
	0 (0, 0)
	0 (0, 0)
	0.58

	Victivallisa
	0 (0, 0)
	0 (0, 0)
	1



aData are presented as median (first quartile, third quantile); bNormally distributed numerical variables are presented as mean ± standard deviation. FL1, mild fatty liver; FL2, moderately severe fatty liver.

