[bookmark: OLE_LINK7]Supplementary Table 2. Random forest analysis of contributors for global PAH ASIR (204 countries/territories, 2021)
	Variables
	%IncMSE
	%IncMSE.pval
	IncNodePurity
	IncNodePurity.pval

	G6PD trait ASPR
	18.43269906
	0.00990099
	0.701142
	0.009901

	Other hemoglobinopathies and hemolytic anemias ASPR
	18.38250173
	0.00990099
	0.623931
	0.089109

	Vitamin A deficiency ASPR
	17.26523704
	0.00990099
	0.746011
	0.009901

	AIDS ASPR
	14.45551482
	0.00990099
	0.693917
	0.009901

	SDI
	13.25175022
	0.00990099
	0.687011
	0.009901

	Schistosomiasis ASPR
	12.76095367
	0.00990099
	0.743601
	0.009901

	G6PD deficiency ASPR
	12.70733945
	0.00990099
	0.368229
	0.990099

	Sickle cell trait ASPR
	10.72636605
	0.04950495
	0.131841
	1

	Sickle cell disorders ASPR
	9.612704615
	0.099009901
	0.151628
	1

	Female ratio
	1.252235072
	0.544554455
	0.112996
	1


AIDS, acquired immunodeficiency syndrome; ASIR, age-standardized incidence rate; ASPR, age-standardized prevalence rate; G6PD, glucose-6-phosphate dehydrogenase; IncNodePurity, percentage increase in node purity; PAH, pulmonary arterial hypertension; SDI, sociodemographic index; %IncMSE, percentage increase in mean squared error.



