
Supplementary Table 14. According to the single-cell sequencing annotation results between sepsis healthy controls, genes in different cells differed between the two groups
S100A12
	Cell
	avg. log2FC
	P. val. adj

	B-cells
	3.49409
	1.16016E-11

	CD4+ T cells
	3.57296
	5.04673E-49

	Monocytes
	2.46018
	2.67472E-297

	NK cells
	4.27258
	7.28107E-44

	CD8+ T-cells
	5.27249
	1.07273E-42



CD22
	Cell
	avg. log2FC
	P. val. adj

	B-cells
	-2.79310
	3.208541E-146



CSTA
	Cell
	avg. log2FC
	P. val. adj

	CD8+ T-cells
	4.26656
	2.96029E-12


CSTA, cystatin A; NK, natural killer.

