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Supplementary Fig. 3. Extended serum metabolomic analysis of JYXZF-treated MASH rats. (A, B) PCA and orthogonal partial least-squares discriminant analysis of serum metabolomic profiles from the indicated groups. (C) Permutation-test validation of the orthogonal partial least-squares discriminant analysis model. (D) OPLS-DA loading plot and S-plot showing the metabolites contributing to group separation. (E) Heatmap showing differential serum metabolite abundance between the MASH group and the optimal-dose JYXZF treatment group. (F) Volcano plot showing 875 differential metabolites, including 471 increased and 404 decreased metabolites, between the two groups. JYXZF, Juanyu Xiaozhi Formula; MASH, metabolic dysfunction-associated steatohepatitis; OPLS-DA, orthogonal partial least-squares discriminant analysis; PCA, principal component analysis.
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