Appendix 1. Missing data handling, qHBsAg measurement frequency, and Peg-IFNα-2b discontinuation 
Missing data were handled using an available-case approach, and no imputation was performed. For the LOESS-smoothed qHBsAg trajectory analyses, records with missing time information or missing qHBsAg values were excluded. LOESS smoothing can accommodate irregularly timed longitudinal observations by fitting local regressions using available measurements over time. However, the resulting trajectories may still be influenced by informative missingness. For example, patients who achieved HBsAg loss or had stable clinical status may have been followed less frequently, which could affect the density and timing of available qHBsAg measurements. For propensity score matching and endpoint analyses, patients with missing variables required for a specific analysis were excluded from that analysis.
In the trajectory dataset, the pegylated interferon alpha-2b (Peg-IFNα-2b) add-on group contributed 563 valid qHBsAg records from 161 patients for trajectory analyses, with a median of 3 measurements per patient (IQR, 3–4). The nucleos(t)ide analogues (NAs) alone group contributed 604 valid qHBsAg records from 161 patients for trajectory analyses, with a median of 3 measurements per patient (IQR, 3–4).
Peg-IFNα-2b add-on therapy was administered as a finite-duration treatment in routine clinical practice rather than according to a trial-mandated discontinuation protocol. Treatment discontinuation was determined by the treating physicians based on routine clinical considerations, including completion of the planned treatment course, safety or tolerability concerns, insufficient response, or patient preference. Because detailed reasons for Peg-IFNα-2b discontinuation were not consistently documented in the medical records, discontinuation reasons were not formally analyzed.

