Supplementary Table 1.  BA-MRS Scoring Codebook: Four-Level Audit Criteria for 36 Items
Each item was scored independently by two reviewers using the criteria below. Items scored as NA were excluded from the denominator when calculating reporting rates.
	Item
	Description
	Level
	√ (Fully reported)
	△ (Partially reported)
	× (Not reported)
	NA (When allowed)

	Domain 1: Disease & Clinical Context (6 items)

	D1_01
	BA case/model definition
	Core
	Explicit BA diagnosis or BA model stated
	Implied but not explicitly stated
	No BA definition
	—

	D1_02
	BA subtype/phenotype
	Optional
	Specific BA subtype (e.g., embryonic/perinatal, syndromic, CMV⁺) reported
	General mention of subtype without detail
	Not reported
	Animal model / non-patient study

	D1_03
	Tissue source & anatomical site
	Core
	Anatomical source (e.g., intrahepatic, extrahepatic, Kasai remnant) clearly stated
	Mentioned but vague
	Not stated
	—

	D1_04
	Sampling timepoint
	Core
	Age at surgery / model timepoint explicitly reported
	Approximate or range given
	Not stated
	—

	D1_05
	Baseline cholestatic biochemistry
	Optional
	≥1 of TB, DB, GGT, or equivalent biochemistry reported with values
	Mentioned qualitatively (e.g., “elevated”) without values
	Not reported
	Animal model / no clinical samples

	D1_06
	Clinical outcome & definition
	Optional
	≥1 clinical outcome with definition (e.g., jaundice clearance at 6 mo, NLS criteria)
	Outcome mentioned without definition/timeframe
	Not reported
	Animal model / purely mechanistic study

	Domain 2: Sample Acquisition & Processing (6 items)

	D2_01
	Ethics/informed consent/animal ethics
	Core
	Ethics approval number and/or informed consent stated
	General ethics statement without approval number
	Not mentioned
	—

	D2_02
	Time to processing & sample handling
	Optional
	Cold ischaemia time or processing window explicitly stated
	Mentioned indirectly (e.g., “processed within hours”)
	Not stated
	—

	D2_03
	Tissue digestion/dissociation protocol
	Core
	Enzyme(s), concentration, duration, temperature stated
	Partial (e.g., enzyme named but no concentration)
	Not described
	—

	D2_04
	Seeding format & method
	Core
	Single cell / tissue fragment / organoid piece + embedding method stated
	Partial description
	Not described
	—

	D2_05
	Cell enrichment/selection
	Core
	Enrichment method stated OR explicitly stated “no enrichment performed”
	Implied but not explicit
	Not mentioned
	Cell line-based study

	D2_06
	Sample preservation/cryopreservation
	Optional
	Cryopreservation medium, cooling rate, or protocol stated
	Mentioned but incomplete
	Not mentioned despite using cryopreserved samples
	Fresh tissue only; no cryopreservation involved

	Domain 3: Culture System (7 items)

	D3_01
	Matrix type/brand/catalogue number
	Core
	Matrix name + brand + catalogue number (lot not required)
	Matrix name only; no brand/catalogue number
	Not stated
	—

	D3_02
	Medium composition & key factors
	Core
	Base medium + ≥3 key supplements with concentrations
	Medium named; supplements listed without full concentrations
	Not described or just “standard medium”
	—

	D3_03
	Culture environment (temperature / CO₂ environment)
	Core
	Routine organoid culture temperature explicitly reported (e.g., 37°C), with CO₂/incubator environment reported when specified; exact CO₂ percentage not mandatory if standard culture conditions are otherwise adequately described
	Only indirect or incomplete incubation information provided (e.g., matrix solidification, digestion, or assay incubation), or temperature/CO₂ mentioned without clear routine organoid culture context
	No organoid incubation condition reported
	—

	D3_04
	Seeding density / split ratio
	Core
	Cells/well or split ratio explicitly stated
	Approximate (e.g., “low density”)
	Not stated
	—

	D3_05
	Passage number & experimental timepoint
	Core
	Passage number at experiment AND culture duration stated
	Only one of the two stated
	Neither stated
	—

	D3_06
	Differentiation/stimulation protocol
	Core
	Full differentiation/stimulation protocol with reagents & timing
	Partial description
	Not described despite using differentiation
	No differentiation/stimulation used

	D3_07
	Contamination monitoring & QC
	Core
	Mycoplasma testing result stated (positive/negative/not tested)
	QC mentioned but no mycoplasma specifically
	No QC mentioned
	—

	Domain 4: Characterization (5 items)

	D4_01
	Identity marker panel
	Core
	≥3 biliary markers from established panel reported
	1–2 markers only
	No identity markers
	—

	D4_02
	Characterization method
	Core
	Method(s) specified (IF, qPCR, FACS, WB, etc.) with key details
	Method named without details
	Not described
	—

	D4_03
	Structural phenotype & assay
	Core
	≥2 structural features assessed (lumen, polarity, cilia, TJ)
	1 feature or morphology only
	No structural assessment
	—

	D4_04
	Comparison/validation against parent tissue/controls
	Core
	Direct comparison with parent tissue OR appropriate controls shown
	Qualitative comparison mentioned
	No comparison
	—

	D4_05
	Purity/heterogeneity assessment
	Optional
	Quantitative purity assessment (e.g., % CK19⁺ by FACS)
	Heterogeneity noted qualitatively or scRNA-seq mentioned
	Not assessed
	—

	Domain 5: Functional Validation (7 items)

	D5_01
	Core biliary function assay
	Core
	≥1 biliary-specific function assay (Rho123, CFTR, MDR1, bile acid transport, FIS)
	Generic viability/proliferation only
	No functional assay
	—

	D5_02
	Barrier/integrity assay
	Optional
	Barrier assay (TEER, permeability, FD4 leak) performed
	Barrier mentioned but not formally tested
	Not assessed despite barrier claims
	No barrier-related claims made

	D5_03
	Disease-relevant modelling stimulus
	Core
	Disease stimulus clearly specified with concentration & duration
	Stimulus named without full details
	Not described
	No disease modelling performed

	D5_04
	Stimulus-matched readout & method
	Core
	Readout matched to stimulus with method details
	Readout mentioned without method
	No readout described
	No stimulus used

	D5_05
	Drug response assay
	Core
	Drug(s), concentration(s), duration, readout all stated
	Partial information
	Drug testing claimed but not described
	No drug screening performed

	D5_06
	Endpoint definition / threshold
	Core
	Clear threshold/cutoff for endpoint (e.g., >50% reduction = response)
	Endpoint described qualitatively
	No endpoint definition
	—

	D5_07
	Explicit clinical translation mapping
	Optional
	Explicit mapping to clinical phenotype (e.g., “organoid swelling correlates with clearance”)
	General discussion of clinical relevance without specific mapping
	No clinical translation discussed
	—

	Domain 6: Design & Traceability (5 items)

	D6_01
	Biological replicates (donor n) clearly stated
	Core
	Donor n for each group clearly stated
	Total n given but not per-group
	Not stated
	—

	D6_02
	Technical replicates / repeat experiments
	Core
	Technical replicates per experiment clearly stated and distinguished from biological replicates
	“n = 3” stated but unclear if biological or technical
	Not mentioned
	—

	D6_03
	Statistical unit & method
	Core
	Statistical unit (donor/organoid/well) and test(s) specified
	Test named but unit unclear
	No statistical methods described
	Descriptive study; no inferential statistics

	D6_04
	Key reagent traceability
	Core
	≥3 key reagents with catalogue/lot numbers
	Some catalogue numbers but incomplete
	No catalogue numbers
	—

	D6_05
	Data/material/protocol availability
	Optional
	Data deposited (GEO/SRA) OR materials available on request OR protocol shared
	“Available on request” without specifics
	No availability statement
	—


Abbreviations: BA, biliary atresia; BA-MRS, Biliary Atresia Minimum Reporting Standard; BASM, biliary atresia splenic malformation; CFTR, cystic fibrosis transmembrane conductance regulator; CK19, cytokeratin 19; CMV, cytomegalovirus; EpCAM, epithelial cell adhesion molecule; FACS, fluorescence-activated cell sorting; FD4, fluorescein isothiocyanate–dextran 4 kDa; FIS, forskolin-induced swelling; GEO, Gene Expression Omnibus; GGT, gamma-glutamyl transferase; IF, immunofluorescence; MDR1, multidrug resistance protein 1; NA, not applicable; NLS, native liver survival; QC, quality control; qPCR, quantitative polymerase chain reaction; Rho123, rhodamine 123; SRA, Sequence Read Archive; TB/DB, total/direct bilirubin; TEER, transepithelial electrical resistance; TJ, tight junction; WB, western blot.

