Table S2. KEGG enrichment analysis of core genes by Metascape.
	gene
	P1
	P2
	P3
	P4
	P5
	P6
	P7
	P8
	P9
	P10
	P11
	P12
	P13
	P14
	P15
	P16
	P17
	P18
	P19
	P20

	NFKB1
	1
	1
	1
	1
	1
	1
	0
	1
	1
	1
	1
	0
	1
	0
	0
	0
	0
	0
	0
	1

	PIK3R1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	0
	0
	0
	0
	1
	0
	1
	0
	0
	0

	MAPK3
	1
	1
	1
	1
	0
	0
	1
	1
	0
	0
	0
	1
	0
	1
	1
	1
	0
	0
	0
	1

	TNF
	1
	1
	1
	1
	1
	0
	0
	1
	1
	1
	0
	0
	1
	0
	1
	0
	0
	1
	0
	0

	TP53
	1
	1
	1
	1
	1
	1
	0
	1
	0
	1
	1
	1
	0
	0
	1
	0
	0
	0
	0
	0

	MAPK1
	1
	1
	1
	1
	0
	0
	1
	1
	0
	0
	0
	1
	0
	1
	1
	1
	0
	0
	0
	1

	IL6
	1
	1
	1
	1
	0
	0
	0
	0
	1
	1
	1
	0
	1
	1
	0
	0
	0
	1
	0
	0

	AKT1
	1
	1
	1
	1
	1
	1
	1
	1
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0

	JUN
	1
	1
	0
	1
	1
	0
	1
	1
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	1

	GNAQ
	1
	1
	0
	1
	0
	0
	1
	1
	1
	0
	0
	0
	1
	0
	0
	1
	1
	0
	0
	0

	MAPK10
	1
	1
	0
	1
	1
	0
	1
	1
	0
	1
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0

	MAPK14
	1
	1
	1
	1
	1
	0
	1
	1
	0
	0
	0
	0
	0
	0
	1
	0
	1
	0
	0
	0

	ITGB1
	1
	1
	1
	1
	1
	1
	0
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0

	CREB1
	1
	1
	0
	1
	0
	0
	1
	1
	0
	1
	0
	0
	0
	0
	0
	1
	0
	0
	0
	1

	MYC
	1
	1
	1
	1
	0
	1
	0
	0
	0
	0
	1
	1
	0
	0
	1
	0
	0
	0
	0
	0

	CDKN1A
	1
	1
	1
	1
	0
	0
	1
	1
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0

	CTNNB1
	1
	1
	1
	1
	1
	0
	0
	0
	0
	0
	0
	1
	0
	0
	1
	1
	0
	0
	0
	0

	RXRB
	1
	1
	0
	1
	0
	1
	0
	0
	0
	1
	1
	1
	0
	0
	0
	0
	0
	0
	1
	0

	PTK2
	1
	1
	1
	1
	1
	1
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0

	IL1B
	0
	1
	0
	0
	1
	0
	0
	1
	1
	0
	0
	0
	1
	1
	0
	0
	1
	1
	0
	0

	CASP3
	1
	1
	1
	1
	0
	0
	1
	1
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	PTGS2
	1
	1
	1
	1
	0
	1
	1
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0

	ATF2
	1
	1
	0
	1
	0
	0
	1
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1

	PTEN
	1
	1
	1
	1
	0
	1
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	PPARG
	1
	1
	0
	0
	0
	0
	0
	1
	0
	1
	1
	1
	0
	0
	0
	0
	0
	0
	1
	0

	NFKBIA
	1
	1
	0
	1
	0
	1
	0
	1
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0

	BCL2L1
	1
	1
	0
	1
	0
	1
	0
	1
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0

	BAX
	1
	1
	0
	1
	0
	0
	0
	1
	0
	1
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0

	PRKAA2
	1
	1
	0
	1
	1
	0
	1
	0
	1
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	EGF
	1
	1
	1
	1
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0

	CHUK
	1
	1
	0
	1
	1
	1
	0
	0
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0

	MMP9
	1
	1
	1
	1
	1
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0

	NOS2
	1
	1
	0
	1
	0
	1
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	HSPA1A
	1
	1
	0
	0
	0
	0
	1
	0
	0
	1
	0
	0
	0
	1
	1
	0
	0
	0
	0
	0

	IL1R1
	1
	1
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0

	MDM2
	1
	0
	1
	1
	0
	0
	0
	1
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0

	TGFB1
	1
	1
	1
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0

	TLR4
	1
	1
	1
	1
	0
	0
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0

	VEGFA
	1
	1
	1
	1
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	FASN
	1
	1
	1
	1
	0
	0
	0
	0
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0

	FN1
	1
	1
	1
	1
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MTOR
	1
	1
	1
	1
	0
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	SMAD2
	1
	1
	1
	0
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0

	MMP2
	1
	1
	1
	1
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	IL1A
	0
	1
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	1
	0
	0

	TGFB3
	1
	1
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0

	CCNA2
	1
	1
	0
	0
	0
	0
	0
	1
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0

	TCF7L2
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	1
	1
	0
	0
	0
	0

	TGFBR2
	1
	1
	0
	0
	0
	0
	0
	0
	1
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0

	RARA
	1
	1
	0
	1
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0

	CDKN2A
	1
	0
	1
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0

	CTSL
	0
	1
	1
	1
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	CASP9
	1
	1
	0
	1
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MITF
	1
	1
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0

	MMP1
	1
	1
	1
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0

	PRKCD
	0
	1
	0
	1
	0
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0

	SMAD4
	1
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0

	BAD
	1
	1
	0
	1
	0
	0
	1
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	SIRT1
	1
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1

	GZMB
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0
	0

	PPARD
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0

	HBEGF
	0
	1
	1
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	DDB2
	1
	0
	0
	1
	0
	0
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0

	HIF1A
	1
	1
	1
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MYD88
	1
	1
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0

	ESR1
	0
	1
	1
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	CYCS
	1
	1
	0
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	PRF1
	0
	1
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0

	PLA2G4A
	0
	1
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0

	CTSD
	0
	1
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	CASP8
	1
	1
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	NR1H3
	0
	1
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0

	LMNA
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0

	CAT
	1
	0
	0
	0
	0
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	RARB
	1
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	CD36
	0
	0
	0
	0
	0
	0
	0
	0
	1
	1
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0

	COL3A1
	0
	1
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	CYBB
	0
	1
	0
	1
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	SOD1
	0
	0
	0
	0
	0
	0
	0
	1
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0

	HDAC3
	0
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1

	MMP3
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0

	PIK3CG
	0
	1
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	STK11
	1
	0
	0
	1
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	IRAK1
	1
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0

	COL1A1
	0
	1
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	SFN
	0
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0

	ESR2
	0
	1
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	SOD2
	1
	0
	0
	0
	0
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	CTSB
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	SCD
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0

	ANGPT1
	0
	0
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	ACACA
	0
	0
	0
	1
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MMP14
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	IL18R1
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	ALOX5
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	FOSB
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1

	F2RL1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0

	AREG
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0

	ELANE
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0

	TIMP1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	XPA
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	HRH1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0

	KRT14
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MMP7
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0

	EZH2
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MMP13
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	CLU
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	S100A8
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	TYRP1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0

	CLOCK
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	NFE2L2
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	NR1H2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	KRT16
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	PSMC4
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	ARNTL
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	SMAD7
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0

	AGER
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	DCT
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0

	CYP1B1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	KRT10
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	TYR
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0

	PDYN
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1

	KRT19
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	DEFB4A
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	DNMT1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0


P1: Pathways in cancer; P2: AGE-RAGE signaling pathway in diabetic complications; P3: Proteoglycans in cancer; P4: PI3K-Akt signaling pathway; P5: Fluid shear stress and atherosclerosis; P6: Small cell lung cancer; P7: Estrogen signaling pathway; P8: Platinum drug resistance;	P9: Amoebiasis; P10: Longevity regulating pathway; P11: Transcriptional misregulation in cancer; P12: Thyroid cancer; P13: NF-kappa B signaling pathway; P14: Prion diseases; P15: TGF-beta signaling pathway; P16: Melanogenesis; P17: inflammatory mediator regulation of trp channels; P18: Graft-versus-host disease; P19: PPAR signaling pathway; P20: Cocaine addiction. 0=not involved and 1=involved in related pathways.
