Supplementary Table 7. Markers showing nominal differential expression between HBeAg-positive and HBeAg-negative subgroups within the PA group
	Cluster
	Cell Population
	Marker
	HBeAg+ Mean
	HBeAg- Mean
	Difference
	Fold Change
	P value
	FDR

	1
	CD38hi CD56dim CD16+ NK
	CD25
	0.168
	0.13
	0.038
	1.29
	0.045
	1

	4
	Naive CD4 T cells
	CD68
	0.389
	0.313
	0.076
	1.24
	0.045
	1

	6
	Activated CD4 Tem-like
	GB
	1.022
	1.142
	-0.12
	0.9
	0.045
	1

	7
	CD56bright NK
	CD57
	0.137
	0.112
	0.025
	1.22
	0.045
	1

	7
	CD56bright NK
	CD24
	0.641
	0.726
	-0.086
	0.88
	0.045
	1

	8
	B cell
	TCRγδ
	0.28
	0.366
	-0.086
	0.76
	0.045
	1

	11
	Basophil
	CD197
	1.253
	1.413
	-0.16
	0.89
	0.045
	1


Marker expression values are arcsinh-transformed (cofactor = 5) and presented as group means. Difference = HBeAg+ mean − HBeAg- mean. Fold Change = HBeAg+ mean / HBeAg- mean. P values were calculated using the Mann-Whitney U test (uncorrected); FDR was controlled using the Benjamini-Hochberg method across all 455 comparisons. Only markers with raw P < 0.05 are shown; none survived FDR < 0.1.
Abbreviations: FDR, false discovery rate; GB, granzyme B; NK, natural killer cells; PA, patients with HBV infection; Tem, effector memory T cells; TCRγδ, T-cell receptor gamma delta.

