Table S1. The DEPs identified by iTRAQ-based proteomics.

	Accession
	Name
	Peptides (95%)
	114:113
	115:113
	116:113
	117:113
	118:113
	119:113
	Fold change (SNH treated/Control)
	p Value

	sp|Q9UPY5|XCT
	Cystine/glutamate transporter OS=Homo sapiens GN=SLC7A11 PE=1 SV=1
	4
	1.92
	0.81
	2.75
	11.69
	10.57
	10.09
	5.90
	0.000

	sp|P08243|ASNS
	Asparagine synthetase [glutamine-hydrolyzing] OS=Homo sapiens GN=ASNS PE=1 SV=4
	44
	0.97
	0.94
	1.06
	5.25
	3.80
	4.21
	4.47
	0.001

	sp|P02794|FRIH
	Ferritin heavy chain OS=Homo sapiens GN=FTH1 PE=1 SV=2
	4
	1.94
	1.42
	1.47
	7.18
	6.98
	6.43
	4.26
	0.000

	sp|Q9NZ53|PDXL2
	Podocalyxin-like protein 2 OS=Homo sapiens GN=PODXL2 PE=1 SV=1
	2
	0.70
	0.94
	0.30
	2.05
	2.73
	1.85
	3.41
	0.008

	sp|P11021|GRP78
	78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 PE=1 SV=2
	108
	1.24
	1.74
	1.27
	5.11
	5.01
	4.06
	3.34
	0.001

	sp|P02649|APOE
	Apolipoprotein E OS=Homo sapiens GN=APOE PE=1 SV=1
	10
	1.21
	0.39
	0.60
	1.91
	2.36
	2.65
	3.14
	0.009

	sp|Q14315|FLNC
	Filamin-C OS=Homo sapiens GN=FLNC PE=1 SV=3
	250
	0.87
	1.41
	0.75
	3.19
	3.50
	2.68
	3.09
	0.002

	sp|Q16822|PCKGM
	Phosphoenolpyruvate carboxykinase [GTP], mitochondrial OS=Homo sapiens GN=PCK2 PE=1 SV=3
	21
	0.96
	0.84
	1.36
	3.13
	3.13
	3.28
	3.02
	0.000

	sp|P25208|NFYB
	Nuclear transcription factor Y subunit beta OS=Homo sapiens GN=NFYB PE=1 SV=2
	3
	0.60
	1.08
	1.16
	2.15
	2.68
	3.34
	2.88
	0.010

	sp|Q9P1Z2|CACO1
	Calcium-binding and coiled-coil domain-containing protein 1 OS=Homo sapiens GN=CALCOCO1 PE=1 SV=2
	4
	1.80
	1.42
	0.99
	3.37
	3.80
	4.29
	2.72
	0.002

	sp|O43175|SERA
	D-3-phosphoglycerate dehydrogenase OS=Homo sapiens GN=PHGDH PE=1 SV=4
	23
	1.10
	1.22
	1.21
	3.40
	3.05
	3.08
	2.70
	0.000

	sp|Q9UPN4|CP131
	Centrosomal protein of 131 kDa OS=Homo sapiens GN=CEP131 PE=1 SV=3
	5
	0.18
	0.58
	0.40
	0.77
	1.01
	1.24
	2.61
	0.025

	sp|P02792|FRIL
	Ferritin light chain OS=Homo sapiens GN=FTL PE=1 SV=2
	2
	3.91
	4.17
	5.15
	10.96
	12.71
	10.76
	2.60
	0.001

	sp|Q16881|TRXR1
	Thioredoxin reductase 1, cytoplasmic OS=Homo sapiens GN=TXNRD1 PE=1 SV=3
	30
	1.28
	2.40
	1.96
	4.70
	4.45
	4.97
	2.50
	0.001

	sp|P09601|HMOX1
	Heme oxygenase 1 OS=Homo sapiens GN=HMOX1 PE=1 SV=1
	11
	1.39
	1.04
	1.29
	3.22
	2.96
	2.99
	2.46
	0.000

	sp|Q9NR28|DBLOH
	Diablo homolog, mitochondrial OS=Homo sapiens GN=DIABLO PE=1 SV=1
	8
	0.58
	0.84
	0.58
	1.46
	1.39
	1.98
	2.42
	0.010

	sp|P12532|KCRU
	Creatine kinase U-type, mitochondrial OS=Homo sapiens GN=CKMT1A PE=1 SV=1
	5
	0.65
	0.45
	0.50
	1.06
	1.39
	1.39
	2.41
	0.004

	sp|P41250|SYG
	Glycine--tRNA ligase OS=Homo sapiens GN=GARS PE=1 SV=3
	50
	2.21
	2.70
	2.33
	6.49
	6.08
	4.41
	2.34
	0.008

	sp|Q9P2W9|STX18
	Syntaxin-18 OS=Homo sapiens GN=STX18 PE=1 SV=1
	5
	0.50
	0.40
	0.67
	1.05
	0.96
	1.66
	2.33
	0.040

	sp|Q5VZK9|LR16A
	Leucine-rich repeat-containing protein 16A OS=Homo sapiens GN=LRRC16A PE=1 SV=1
	4
	0.39
	0.39
	0.47
	0.95
	0.74
	1.21
	2.31
	0.017

	sp|P49588|SYAC
	Alanine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=AARS PE=1 SV=2
	67
	1.84
	1.85
	1.38
	3.73
	3.87
	3.73
	2.24
	0.000

	sp|Q16831|UPP1
	Uridine phosphorylase 1 OS=Homo sapiens GN=UPP1 PE=1 SV=1
	7
	1.22
	1.24
	1.26
	2.78
	2.05
	3.08
	2.13
	0.010

	sp|Q13501|SQSTM
	Sequestosome-1 OS=Homo sapiens GN=SQSTM1 PE=1 SV=1
	19
	1.02
	1.33
	1.19
	2.42
	2.19
	2.65
	2.05
	0.002

	sp|Q13137|CACO2
	Calcium-binding and coiled-coil domain-containing protein 2 OS=Homo sapiens GN=CALCOCO2 PE=1 SV=1
	6
	1.08
	1.31
	0.90
	1.82
	2.17
	2.73
	2.04
	0.017

	sp|Q7Z2Z2|ETUD1
	Elongation factor Tu GTP-binding domain-containing protein 1 OS=Homo sapiens GN=EFTUD1 PE=1 SV=2
	8
	1.53
	0.87
	1.01
	1.87
	2.49
	2.51
	2.02
	0.016

	sp|P29279|CTGF
	Connective tissue growth factor OS=Homo sapiens GN=CTGF PE=1 SV=2
	10
	1.17
	0.74
	0.98
	2.01
	2.09
	1.63
	1.98
	0.007

	sp|Q9BX10|GTPB2
	GTP-binding protein 2 OS=Homo sapiens GN=GTPBP2 PE=1 SV=1
	3
	1.33
	1.12
	1.15
	2.65
	2.88
	1.57
	1.98
	0.046

	sp|O60763|USO1
	General vesicular transport factor p115 OS=Homo sapiens GN=USO1 PE=1 SV=2
	23
	0.77
	1.37
	0.84
	2.09
	2.19
	1.50
	1.94
	0.031

	sp|P49589|SYCC
	Cysteine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=CARS PE=1 SV=3
	19
	1.54
	1.61
	1.49
	2.96
	3.10
	2.88
	1.93
	0.000

	sp|Q8NDG6|TDRD9
	Putative ATP-dependent RNA helicase TDRD9 OS=Homo sapiens GN=TDRD9 PE=2 SV=3
	3
	1.53
	1.71
	1.14
	2.21
	2.70
	3.50
	1.92
	0.031

	sp|Q01650|LAT1
	Large neutral amino acids transporter small subunit 1 OS=Homo sapiens GN=SLC7A5 PE=1 SV=2
	5
	1.49
	1.69
	1.19
	2.94
	2.68
	2.73
	1.91
	0.001

	sp|P07305|H10
	Histone H1.0 OS=Homo sapiens GN=H1F0 PE=1 SV=3
	2
	1.06
	0.80
	0.81
	1.80
	1.79
	1.45
	1.89
	0.005

	sp|Q8ND24|RN214
	RING finger protein 214 OS=Homo sapiens GN=RNF214 PE=1 SV=2
	10
	0.64
	0.75
	0.44
	1.14
	1.28
	1.01
	1.88
	0.012

	sp|P08195|4F2
	4F2 cell-surface antigen heavy chain OS=Homo sapiens GN=SLC3A2 PE=1 SV=3
	25
	1.08
	1.20
	1.43
	2.63
	2.19
	2.15
	1.88
	0.004

	sp|P82909|RT36
	28S ribosomal protein S36, mitochondrial OS=Homo sapiens GN=MRPS36 PE=1 SV=2
	3
	0.77
	0.94
	0.71
	1.51
	1.26
	1.75
	1.87
	0.011

	sp|Q07617|SPAG1
	Sperm-associated antigen 1 OS=Homo sapiens GN=SPAG1 PE=1 SV=3
	8
	0.85
	0.79
	0.77
	1.84
	1.15
	1.50
	1.86
	0.026

	sp|P05067|A4
	Amyloid beta A4 protein OS=Homo sapiens GN=APP PE=1 SV=3
	10
	1.10
	1.14
	1.13
	1.96
	2.07
	2.23
	1.86
	0.000

	sp|Q9BYN0|SRXN1
	Sulfiredoxin-1 OS=Homo sapiens GN=SRXN1 PE=1 SV=2
	2
	1.85
	1.57
	2.25
	3.34
	3.94
	3.16
	1.84
	0.007

	sp|O75874|IDHC
	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2
	23
	0.86
	1.19
	0.63
	1.80
	1.75
	1.32
	1.82
	0.031

	sp|Q8N9Z2|CC71L
	Coiled-coil domain-containing protein 71L OS=Homo sapiens GN=CCDC71L PE=2 SV=2
	3
	0.36
	0.52
	0.74
	0.95
	1.00
	0.99
	1.81
	0.017

	sp|P11717|MPRI
	Cation-independent mannose-6-phosphate receptor OS=Homo sapiens GN=IGF2R PE=1 SV=3
	48
	0.89
	1.05
	0.91
	1.77
	1.75
	1.63
	1.81
	0.000

	sp|Q9UNF1|MAGD2
	Melanoma-associated antigen D2 OS=Homo sapiens GN=MAGED2 PE=1 SV=2
	25
	1.39
	1.27
	1.33
	2.56
	2.61
	2.05
	1.81
	0.004

	sp|O43402|EMC8
	ER membrane protein complex subunit 8 OS=Homo sapiens GN=EMC8 PE=1 SV=1
	6
	1.60
	1.71
	1.38
	2.40
	2.88
	3.16
	1.80
	0.007

	sp|Q9UHG3|PCYOX
	Prenylcysteine oxidase 1 OS=Homo sapiens GN=PCYOX1 PE=1 SV=3
	4
	1.11
	0.66
	1.63
	1.89
	1.87
	2.36
	1.80
	0.048

	sp|Q9H6R0|DHX33
	Putative ATP-dependent RNA helicase DHX33 OS=Homo sapiens GN=DHX33 PE=1 SV=2
	4
	0.86
	0.93
	1.12
	1.53
	1.60
	2.09
	1.79
	0.016

	sp|P21281|VATB2
	V-type proton ATPase subunit B, brain isoform OS=Homo sapiens GN=ATP6V1B2 PE=1 SV=3
	37
	0.98
	1.10
	0.92
	1.60
	1.94
	1.84
	1.79
	0.002

	sp|Q08378|GOGA3
	Golgin subfamily A member 3 OS=Homo sapiens GN=GOLGA3 PE=1 SV=2
	19
	0.79
	0.79
	0.65
	0.95
	1.38
	1.66
	1.79
	0.049

	sp|Q13409|DC1I2
	Cytoplasmic dynein 1 intermediate chain 2 OS=Homo sapiens GN=DYNC1I2 PE=1 SV=3
	28
	2.42
	3.63
	1.89
	4.53
	4.49
	5.15
	1.78
	0.021

	sp|Q969S9|RRF2M
	Ribosome-releasing factor 2, mitochondrial OS=Homo sapiens GN=GFM2 PE=1 SV=1
	10
	0.79
	0.63
	0.74
	1.25
	1.21
	1.38
	1.77
	0.001

	sp|Q92575|UBXN4
	UBX domain-containing protein 4 OS=Homo sapiens GN=UBXN4 PE=1 SV=2
	7
	0.63
	0.86
	0.50
	1.06
	1.33
	1.10
	1.76
	0.021

	sp|P01033|TIMP1
	Metalloproteinase inhibitor 1 OS=Homo sapiens GN=TIMP1 PE=1 SV=1
	4
	0.98
	0.79
	1.00
	1.53
	1.53
	1.80
	1.75
	0.004

	sp|Q8N5G0|SMI20
	Small integral membrane protein 20 OS=Homo sapiens GN=SMIM20 PE=1 SV=2
	2
	0.71
	0.73
	0.81
	1.37
	1.19
	1.38
	1.75
	0.001

	sp|P38646|GRP75
	Stress-70 protein, mitochondrial OS=Homo sapiens GN=HSPA9 PE=1 SV=2
	112
	1.18
	1.34
	1.19
	2.49
	2.33
	1.67
	1.75
	0.022

	sp|P11169|GTR3
	Solute carrier family 2, facilitated glucose transporter member 3 OS=Homo sapiens GN=SLC2A3 PE=1 SV=1
	6
	1.16
	0.89
	1.41
	1.75
	2.00
	2.21
	1.73
	0.014

	sp|Q9NQC7|CYLD
	Ubiquitin carboxyl-terminal hydrolase CYLD OS=Homo sapiens GN=CYLD PE=1 SV=1
	2
	2.33
	3.50
	2.17
	4.92
	3.60
	5.25
	1.72
	0.043

	sp|Q08AF3|SLFN5
	Schlafen family member 5 OS=Homo sapiens GN=SLFN5 PE=1 SV=1
	5
	0.67
	0.88
	0.69
	1.37
	1.20
	1.26
	1.71
	0.003

	sp|P26006|ITA3
	Integrin alpha-3 OS=Homo sapiens GN=ITGA3 PE=1 SV=5
	22
	1.26
	0.68
	0.77
	1.56
	1.56
	1.49
	1.70
	0.026

	sp|Q9Y617|SERC
	Phosphoserine aminotransferase OS=Homo sapiens GN=PSAT1 PE=1 SV=2
	29
	1.13
	1.31
	1.33
	2.49
	2.11
	1.80
	1.70
	0.014

	sp|Q9NQG5|RPR1B
	Regulation of nuclear pre-mRNA domain-containing protein 1B OS=Homo sapiens GN=RPRD1B PE=1 SV=1
	11
	0.37
	0.85
	0.64
	1.03
	1.10
	1.04
	1.70
	0.036

	sp|Q96G01|BICD1
	Protein bicaudal D homolog 1 OS=Homo sapiens GN=BICD1 PE=1 SV=3
	3
	0.63
	0.89
	1.00
	1.14
	1.42
	1.69
	1.69
	0.041

	sp|P17174|AATC
	Aspartate aminotransferase, cytoplasmic OS=Homo sapiens GN=GOT1 PE=1 SV=3
	31
	0.95
	0.87
	0.90
	1.82
	1.47
	1.29
	1.68
	0.017

	sp|P49591|SYSC
	Serine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=SARS PE=1 SV=3
	20
	1.12
	1.04
	0.90
	1.80
	1.74
	1.58
	1.68
	0.002

	sp|P35520|CBS
	Cystathionine beta-synthase OS=Homo sapiens GN=CBS PE=1 SV=2
	12
	0.72
	0.81
	0.72
	1.28
	1.27
	1.21
	1.67
	0.000

	sp|Q9NYU2|UGGG1
	UDP-glucose:glycoprotein glucosyltransferase 1 OS=Homo sapiens GN=UGGT1 PE=1 SV=3
	43
	1.31
	1.04
	1.00
	2.01
	1.79
	1.77
	1.67
	0.004

	sp|Q96AQ6|PBIP1
	Pre-B-cell leukemia transcription factor-interacting protein 1 OS=Homo sapiens GN=PBXIP1 PE=1 SV=1
	10
	1.21
	1.01
	1.15
	1.61
	1.85
	2.13
	1.66
	0.010

	sp|Q02818|NUCB1
	Nucleobindin-1 OS=Homo sapiens GN=NUCB1 PE=1 SV=4
	18
	0.97
	0.81
	1.03
	1.49
	1.61
	1.56
	1.66
	0.001

	sp|P04004|VTNC
	Vitronectin OS=Homo sapiens GN=VTN PE=1 SV=1
	2
	0.89
	1.16
	1.12
	1.71
	1.69
	1.79
	1.64
	0.002

	sp|Q16719|KYNU
	Kynureninase OS=Homo sapiens GN=KYNU PE=1 SV=1
	6
	1.03
	0.87
	0.82
	1.82
	1.29
	1.34
	1.64
	0.032

	sp|Q92888|ARHG1
	Rho guanine nucleotide exchange factor 1 OS=Homo sapiens GN=ARHGEF1 PE=1 SV=2
	32
	0.88
	0.86
	1.14
	1.51
	1.74
	1.45
	1.63
	0.008

	sp|Q8IUI8|CRLF3
	Cytokine receptor-like factor 3 OS=Homo sapiens GN=CRLF3 PE=1 SV=2
	4
	0.99
	1.12
	0.71
	1.64
	1.33
	1.60
	1.62
	0.019

	sp|Q13492|PICAL
	Phosphatidylinositol-binding clathrin assembly protein OS=Homo sapiens GN=PICALM PE=1 SV=2
	9
	0.74
	0.83
	0.86
	1.29
	1.31
	1.33
	1.62
	0.000

	sp|Q15526|SURF1
	Surfeit locus protein 1 OS=Homo sapiens GN=SURF1 PE=1 SV=1
	7
	1.15
	1.08
	0.83
	2.00
	1.58
	1.33
	1.61
	0.046

	sp|O15400|STX7
	Syntaxin-7 OS=Homo sapiens GN=STX7 PE=1 SV=4
	13
	1.12
	0.93
	1.00
	1.49
	1.79
	1.58
	1.59
	0.004

	sp|O00165|HAX1
	HCLS1-associated protein X-1 OS=Homo sapiens GN=HAX1 PE=1 SV=2
	3
	0.96
	0.77
	0.67
	1.06
	1.41
	1.37
	1.59
	0.027

	sp|Q06136|KDSR
	3-ketodihydrosphingosine reductase OS=Homo sapiens GN=KDSR PE=1 SV=1
	5
	0.81
	0.81
	0.81
	1.16
	1.31
	1.38
	1.58
	0.002

	sp|O75396|SC22B
	Vesicle-trafficking protein SEC22b OS=Homo sapiens GN=SEC22B PE=1 SV=4
	14
	0.92
	0.92
	1.02
	1.49
	1.57
	1.46
	1.58
	0.000

	sp|Q03405|UPAR
	Urokinase plasminogen activator surface receptor OS=Homo sapiens GN=PLAUR PE=1 SV=1
	21
	1.37
	1.74
	1.49
	2.33
	2.63
	2.23
	1.57
	0.006

	sp|Q9Y4L1|HYOU1
	Hypoxia up-regulated protein 1 OS=Homo sapiens GN=HYOU1 PE=1 SV=1
	35
	1.54
	1.53
	1.66
	2.65
	2.56
	2.17
	1.56
	0.005

	sp|Q99574|NEUS
	Neuroserpin OS=Homo sapiens GN=SERPINI1 PE=1 SV=1
	3
	0.81
	0.74
	0.92
	1.14
	1.19
	1.53
	1.56
	0.025

	sp|Q96QD8|S38A2
	Sodium-coupled neutral amino acid transporter 2 OS=Homo sapiens GN=SLC38A2 PE=1 SV=2
	7
	1.28
	1.32
	1.57
	2.58
	1.94
	1.98
	1.56
	0.027

	sp|Q9HAU0|PKHA5
	Pleckstrin homology domain-containing family A member 5 OS=Homo sapiens GN=PLEKHA5 PE=1 SV=1
	10
	1.12
	0.80
	0.88
	1.29
	1.42
	1.63
	1.55
	0.019

	sp|Q9H9H4|VP37B
	Vacuolar protein sorting-associated protein 37B OS=Homo sapiens GN=VPS37B PE=1 SV=1
	5
	0.65
	0.49
	0.58
	1.09
	0.82
	0.76
	1.55
	0.045

	sp|Q15020|SART3
	Squamous cell carcinoma antigen recognized by T-cells 3 OS=Homo sapiens GN=SART3 PE=1 SV=1
	30
	0.81
	1.02
	1.05
	1.57
	1.45
	1.43
	1.55
	0.004

	sp|P62072|TIM10
	Mitochondrial import inner membrane translocase subunit Tim10 OS=Homo sapiens GN=TIMM10 PE=1 SV=1
	6
	0.65
	0.93
	0.73
	1.18
	1.27
	1.11
	1.54
	0.012

	sp|O95571|ETHE1
	Persulfide dioxygenase ETHE1, mitochondrial OS=Homo sapiens GN=ETHE1 PE=1 SV=2
	8
	0.95
	0.73
	0.92
	1.12
	1.27
	1.61
	1.54
	0.046

	sp|A2RRP1|NBAS
	Neuroblastoma-amplified sequence OS=Homo sapiens GN=NBAS PE=1 SV=2
	15
	0.93
	0.93
	0.82
	1.51
	1.26
	1.34
	1.53
	0.004

	sp|P46821|MAP1B
	Microtubule-associated protein 1B OS=Homo sapiens GN=MAP1B PE=1 SV=2
	43
	1.03
	1.27
	1.18
	1.92
	1.87
	1.54
	1.53
	0.011

	sp|Q8TB52|FBX30
	F-box only protein 30 OS=Homo sapiens GN=FBXO30 PE=1 SV=3
	12
	2.33
	2.25
	1.80
	2.86
	3.02
	3.91
	1.53
	0.036

	sp|Q9ULX6|AKP8L
	A-kinase anchor protein 8-like OS=Homo sapiens GN=AKAP8L PE=1 SV=3
	9
	0.99
	0.71
	0.95
	1.51
	1.34
	1.20
	1.53
	0.021

	sp|Q5UCC4|EMC10
	ER membrane protein complex subunit 10 OS=Homo sapiens GN=EMC10 PE=1 SV=1
	4
	0.77
	1.13
	0.70
	1.22
	1.25
	1.47
	1.52
	0.044

	sp|P08729|K2C7
	Keratin, type II cytoskeletal 7 OS=Homo sapiens GN=KRT7 PE=1 SV=5
	38
	0.92
	1.04
	0.97
	1.46
	1.66
	1.34
	1.52
	0.007

	sp|P05412|JUN
	Transcription factor AP-1 OS=Homo sapiens GN=JUN PE=1 SV=2
	2
	1.43
	1.28
	1.22
	1.69
	1.91
	2.40
	1.52
	0.035

	sp|Q96EY1|DNJA3
	DnaJ homolog subfamily A member 3, mitochondrial OS=Homo sapiens GN=DNAJA3 PE=1 SV=2
	9
	2.13
	1.85
	1.54
	2.88
	2.94
	2.58
	1.52
	0.009

	sp|Q13557|KCC2D
	Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Homo sapiens GN=CAMK2D PE=1 SV=3
	12
	0.91
	1.11
	1.29
	1.92
	1.66
	1.42
	1.51
	0.037

	sp|Q9Y394|DHRS7
	Dehydrogenase/reductase SDR family member 7 OS=Homo sapiens GN=DHRS7 PE=1 SV=1
	6
	1.85
	1.75
	1.85
	3.08
	2.25
	2.91
	1.51
	0.022

	sp|O43252|PAPS1
	Bifunctional 3'-phosphoadenosine 5'-phosphosulfate synthase 1 OS=Homo sapiens GN=PAPSS1 PE=1 SV=2
	16
	1.15
	1.28
	1.00
	1.58
	1.84
	1.74
	1.50
	0.006

	sp|P00747|PLMN
	Plasminogen OS=Homo sapiens GN=PLG PE=1 SV=2
	4
	0.78
	0.77
	0.77
	1.31
	1.14
	1.04
	1.50
	0.008

	sp|O15269|SPTC1
	Serine palmitoyltransferase 1 OS=Homo sapiens GN=SPTLC1 PE=1 SV=1
	16
	0.86
	0.98
	1.15
	1.47
	1.37
	1.63
	1.50
	0.012

	sp|O96011|PX11B
	Peroxisomal membrane protein 11B OS=Homo sapiens GN=PEX11B PE=1 SV=1
	3
	0.93
	0.97
	1.04
	1.56
	1.58
	1.26
	1.50
	0.011

	sp|Q9UIG0|BAZ1B
	Tyrosine-protein kinase BAZ1B OS=Homo sapiens GN=BAZ1B PE=1 SV=2
	31
	1.56
	1.51
	1.46
	1.25
	0.96
	0.79
	0.66
	0.020

	sp|Q9BTD8|RBM42
	RNA-binding protein 42 OS=Homo sapiens GN=RBM42 PE=1 SV=1
	10
	1.10
	1.12
	1.38
	0.88
	0.72
	0.77
	0.66
	0.017

	sp|Q9BZD4|NUF2
	Kinetochore protein Nuf2 OS=Homo sapiens GN=NUF2 PE=1 SV=2
	8
	0.77
	0.94
	0.83
	0.53
	0.58
	0.56
	0.66
	0.005

	sp|P06454|PTMA
	Prothymosin alpha OS=Homo sapiens GN=PTMA PE=1 SV=2
	7
	1.04
	1.13
	1.02
	0.86
	0.70
	0.54
	0.66
	0.020

	sp|Q9UHR4|BI2L1
	Brain-specific angiogenesis inhibitor 1-associated protein 2-like protein 1 OS=Homo sapiens GN=BAIAP2L1 PE=1 SV=2
	20
	1.42
	1.29
	1.36
	1.04
	0.93
	0.70
	0.66
	0.011

	sp|Q9Y6A5|TACC3
	Transforming acidic coiled-coil-containing protein 3 OS=Homo sapiens GN=TACC3 PE=1 SV=1
	17
	0.92
	1.14
	1.13
	0.67
	0.64
	0.78
	0.66
	0.011

	sp|Q9Y2R9|RT07
	28S ribosomal protein S7, mitochondrial OS=Homo sapiens GN=MRPS7 PE=1 SV=2
	7
	1.10
	1.04
	1.00
	0.82
	0.63
	0.61
	0.66
	0.007

	sp|Q16643|DREB
	Drebrin OS=Homo sapiens GN=DBN1 PE=1 SV=4
	31
	1.53
	1.80
	1.94
	1.42
	1.16
	0.88
	0.66
	0.038

	sp|Q9BYD2|RM09
	39S ribosomal protein L9, mitochondrial OS=Homo sapiens GN=MRPL9 PE=1 SV=2
	5
	1.56
	1.20
	1.41
	0.79
	0.79
	1.15
	0.65
	0.038

	sp|Q5UIP0|RIF1
	Telomere-associated protein RIF1 OS=Homo sapiens GN=RIF1 PE=1 SV=2
	28
	1.27
	1.09
	1.24
	0.72
	0.78
	0.85
	0.65
	0.004

	sp|Q13867|BLMH
	Bleomycin hydrolase OS=Homo sapiens GN=BLMH PE=1 SV=1
	12
	1.61
	1.29
	1.74
	1.15
	0.94
	0.95
	0.65
	0.023

	sp|Q9UHY7|ENOPH
	Enolase-phosphatase E1 OS=Homo sapiens GN=ENOPH1 PE=1 SV=1
	10
	1.96
	2.25
	1.74
	1.66
	1.02
	1.19
	0.65
	0.046

	sp|P18858|DNLI1
	DNA ligase 1 OS=Homo sapiens GN=LIG1 PE=1 SV=1
	13
	2.05
	2.58
	1.82
	1.45
	1.29
	1.46
	0.65
	0.032

	sp|Q14145|KEAP1
	Kelch-like ECH-associated protein 1 OS=Homo sapiens GN=KEAP1 PE=1 SV=2
	7
	1.27
	0.95
	1.04
	0.67
	0.77
	0.68
	0.65
	0.018

	sp|Q05639|EF1A2
	Elongation factor 1-alpha 2 OS=Homo sapiens GN=EEF1A2 PE=1 SV=1
	101
	1.38
	1.43
	1.71
	1.11
	0.90
	0.92
	0.65
	0.012

	sp|Q8NEM2|SHCBP
	SHC SH2 domain-binding protein 1 OS=Homo sapiens GN=SHCBP1 PE=1 SV=3
	12
	1.18
	1.07
	1.03
	0.76
	0.54
	0.82
	0.65
	0.017

	sp|P35249|RFC4
	Replication factor C subunit 4 OS=Homo sapiens GN=RFC4 PE=1 SV=2
	15
	1.01
	1.16
	1.17
	0.88
	0.79
	0.49
	0.65
	0.038

	sp|P25205|MCM3
	DNA replication licensing factor MCM3 OS=Homo sapiens GN=MCM3 PE=1 SV=3
	53
	1.20
	1.19
	1.25
	0.79
	0.91
	0.65
	0.64
	0.005

	sp|Q96KB5|TOPK
	Lymphokine-activated killer T-cell-originated protein kinase OS=Homo sapiens GN=PBK PE=1 SV=3
	6
	0.84
	0.94
	0.89
	0.47
	0.59
	0.65
	0.64
	0.007

	sp|Q16795|NDUA9
	NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial OS=Homo sapiens GN=NDUFA9 PE=1 SV=2
	11
	0.90
	0.97
	0.94
	0.67
	0.58
	0.55
	0.64
	0.001

	sp|P52758|UK114
	Ribonuclease UK114 OS=Homo sapiens GN=HRSP12 PE=1 SV=1
	8
	2.07
	1.67
	2.19
	1.27
	1.11
	1.43
	0.64
	0.017

	sp|O60488|ACSL4
	Long-chain-fatty-acid--CoA ligase 4 OS=Homo sapiens GN=ACSL4 PE=1 SV=2
	17
	1.08
	1.29
	1.50
	0.74
	0.90
	0.84
	0.64
	0.023

	sp|Q8NBQ5|DHB11
	Estradiol 17-beta-dehydrogenase 11 OS=Homo sapiens GN=HSD17B11 PE=1 SV=3
	13
	1.53
	1.38
	1.18
	1.11
	0.73
	0.78
	0.64
	0.034

	sp|Q9Y333|LSM2
	U6 snRNA-associated Sm-like protein LSm2 OS=Homo sapiens GN=LSM2 PE=1 SV=1
	14
	1.31
	1.49
	1.50
	1.07
	1.07
	0.61
	0.64
	0.034

	sp|O75340|PDCD6
	Programmed cell death protein 6 OS=Homo sapiens GN=PDCD6 PE=1 SV=1
	12
	1.50
	1.50
	1.50
	1.11
	0.95
	0.82
	0.64
	0.003

	sp|P20337|RAB3B
	Ras-related protein Rab-3B OS=Homo sapiens GN=RAB3B PE=1 SV=2
	9
	1.14
	1.13
	1.22
	0.70
	0.77
	0.76
	0.64
	0.000

	sp|Q96E11|RRFM
	Ribosome-recycling factor, mitochondrial OS=Homo sapiens GN=MRRF PE=1 SV=1
	7
	1.53
	1.63
	1.71
	0.87
	1.05
	1.18
	0.64
	0.005

	sp|O75330|HMMR
	Hyaluronan mediated motility receptor OS=Homo sapiens GN=HMMR PE=1 SV=2
	19
	1.27
	1.01
	1.03
	0.69
	0.64
	0.77
	0.63
	0.012

	sp|Q9UBU8|MO4L1
	Mortality factor 4-like protein 1 OS=Homo sapiens GN=MORF4L1 PE=1 SV=2
	4
	1.19
	1.13
	1.27
	0.74
	0.69
	0.85
	0.63
	0.002

	sp|P45973|CBX5
	Chromobox protein homolog 5 OS=Homo sapiens GN=CBX5 PE=1 SV=1
	12
	1.05
	1.24
	1.15
	0.87
	0.63
	0.67
	0.63
	0.011

	sp|Q9Y2R5|RT17
	28S ribosomal protein S17, mitochondrial OS=Homo sapiens GN=MRPS17 PE=1 SV=1
	6
	1.34
	1.58
	1.57
	1.15
	0.98
	0.71
	0.63
	0.021

	sp|P60228|EIF3E
	Eukaryotic translation initiation factor 3 subunit E OS=Homo sapiens GN=EIF3E PE=1 SV=1
	27
	1.18
	1.18
	1.17
	0.87
	0.72
	0.64
	0.63
	0.003

	sp|P52732|KIF11
	Kinesin-like protein KIF11 OS=Homo sapiens GN=KIF11 PE=1 SV=2
	29
	1.09
	0.94
	0.96
	0.72
	0.47
	0.69
	0.63
	0.016

	sp|Q14566|MCM6
	DNA replication licensing factor MCM6 OS=Homo sapiens GN=MCM6 PE=1 SV=1
	36
	1.61
	1.56
	1.58
	1.11
	1.01
	0.86
	0.63
	0.001

	sp|O00194|RB27B
	Ras-related protein Rab-27B OS=Homo sapiens GN=RAB27B PE=1 SV=4
	3
	1.07
	1.28
	1.53
	1.00
	0.62
	0.80
	0.62
	0.048

	sp|O75352|MPU1
	Mannose-P-dolichol utilization defect 1 protein OS=Homo sapiens GN=MPDU1 PE=1 SV=2
	3
	1.39
	1.51
	1.75
	1.07
	1.02
	0.82
	0.62
	0.011

	sp|P33552|CKS2
	Cyclin-dependent kinases regulatory subunit 2 OS=Homo sapiens GN=CKS2 PE=1 SV=1
	4
	0.94
	0.74
	0.96
	0.42
	0.54
	0.69
	0.62
	0.034

	sp|P04075|ALDOA
	Fructose-bisphosphate aldolase A OS=Homo sapiens GN=ALDOA PE=1 SV=2
	126
	1.64
	1.64
	1.45
	1.22
	1.07
	0.66
	0.62
	0.030

	sp|Q9UHD8|SEPT9
	Septin-9 OS=Homo sapiens GN=SEPT9 PE=1 SV=2
	26
	0.80
	0.85
	0.80
	0.55
	0.54
	0.42
	0.62
	0.002

	sp|Q15717|ELAV1
	ELAV-like protein 1 OS=Homo sapiens GN=ELAVL1 PE=1 SV=2
	14
	1.29
	1.25
	1.11
	0.86
	0.77
	0.64
	0.62
	0.005

	sp|Q15417|CNN3
	Calponin-3 OS=Homo sapiens GN=CNN3 PE=1 SV=1
	11
	0.92
	1.10
	1.11
	0.67
	0.70
	0.55
	0.62
	0.006

	sp|Q7Z4H8|KDEL2
	KDEL motif-containing protein 2 OS=Homo sapiens GN=KDELC2 PE=1 SV=2
	6
	1.22
	0.95
	0.98
	0.69
	0.60
	0.65
	0.61
	0.011

	sp|Q53H82|LACB2
	Beta-lactamase-like protein 2 OS=Homo sapiens GN=LACTB2 PE=1 SV=2
	12
	1.36
	1.14
	1.39
	0.94
	0.95
	0.49
	0.61
	0.043

	sp|Q15370|ELOB
	Transcription elongation factor B polypeptide 2 OS=Homo sapiens GN=TCEB2 PE=1 SV=1
	9
	1.18
	1.24
	1.43
	0.92
	0.96
	0.48
	0.61
	0.045

	sp|P06493|CDK1
	Cyclin-dependent kinase 1 OS=Homo sapiens GN=CDK1 PE=1 SV=3
	15
	1.05
	1.19
	1.15
	0.69
	0.79
	0.60
	0.61
	0.003

	sp|Q08211|DHX9
	ATP-dependent RNA helicase A OS=Homo sapiens GN=DHX9 PE=1 SV=4
	84
	1.89
	1.75
	1.79
	1.42
	1.13
	0.77
	0.61
	0.021

	sp|Q9BQ52|RNZ2
	Zinc phosphodiesterase ELAC protein 2 OS=Homo sapiens GN=ELAC2 PE=1 SV=2
	22
	1.46
	1.20
	1.08
	0.69
	0.60
	0.98
	0.61
	0.039

	sp|P33316|DUT
	Deoxyuridine 5'-triphosphate nucleotidohydrolase, mitochondrial OS=Homo sapiens GN=DUT PE=1 SV=4
	23
	1.20
	1.22
	1.09
	0.77
	0.68
	0.69
	0.61
	0.001

	sp|P33991|MCM4
	DNA replication licensing factor MCM4 OS=Homo sapiens GN=MCM4 PE=1 SV=5
	56
	1.33
	1.49
	1.71
	1.14
	0.94
	0.66
	0.60
	0.028

	sp|P28074|PSB5
	Proteasome subunit beta type-5 OS=Homo sapiens GN=PSMB5 PE=1 SV=3
	18
	1.06
	1.04
	0.89
	0.84
	0.56
	0.40
	0.60
	0.047

	sp|Q9UJX3|APC7
	Anaphase-promoting complex subunit 7 OS=Homo sapiens GN=ANAPC7 PE=1 SV=4
	12
	1.16
	1.41
	1.39
	0.89
	0.72
	0.77
	0.60
	0.005

	sp|Q96TA1|NIBL1
	Niban-like protein 1 OS=Homo sapiens GN=FAM129B PE=1 SV=3
	25
	1.42
	1.06
	1.43
	0.96
	0.65
	0.72
	0.60
	0.028

	sp|Q9NQW6|ANLN
	Actin-binding protein anillin OS=Homo sapiens GN=ANLN PE=1 SV=2
	19
	0.90
	0.89
	0.80
	0.51
	0.46
	0.58
	0.60
	0.002

	sp|Q96C90|PP14B
	Protein phosphatase 1 regulatory subunit 14B OS=Homo sapiens GN=PPP1R14B PE=1 SV=3
	6
	1.87
	1.57
	2.11
	1.27
	1.24
	0.79
	0.59
	0.027

	sp|Q9UBQ5|EIF3K
	Eukaryotic translation initiation factor 3 subunit K OS=Homo sapiens GN=EIF3K PE=1 SV=1
	16
	1.25
	1.29
	1.22
	0.82
	0.72
	0.70
	0.59
	0.000

	sp|Q9UKD2|MRT4
	mRNA turnover protein 4 homolog OS=Homo sapiens GN=MRTO4 PE=1 SV=2
	13
	1.25
	1.22
	1.41
	0.86
	0.69
	0.76
	0.59
	0.002

	sp|P49736|MCM2
	DNA replication licensing factor MCM2 OS=Homo sapiens GN=MCM2 PE=1 SV=4
	49
	1.19
	1.28
	1.21
	0.83
	0.74
	0.62
	0.59
	0.002

	sp|O14777|NDC80
	Kinetochore protein NDC80 homolog OS=Homo sapiens GN=NDC80 PE=1 SV=1
	16
	1.10
	1.07
	0.79
	0.72
	0.63
	0.40
	0.59
	0.041

	sp|P10619|PPGB
	Lysosomal protective protein OS=Homo sapiens GN=CTSA PE=1 SV=2
	9
	1.34
	1.18
	1.31
	1.03
	0.70
	0.53
	0.59
	0.027

	sp|Q07960|RHG01
	Rho GTPase-activating protein 1 OS=Homo sapiens GN=ARHGAP1 PE=1 SV=1
	10
	1.22
	1.17
	1.10
	0.64
	0.74
	0.68
	0.59
	0.001

	sp|Q7L2H7|EIF3M
	Eukaryotic translation initiation factor 3 subunit M OS=Homo sapiens GN=EIF3M PE=1 SV=1
	23
	1.69
	1.46
	1.92
	1.12
	0.81
	1.07
	0.59
	0.014

	sp|O43172|PRP4
	U4/U6 small nuclear ribonucleoprotein Prp4 OS=Homo sapiens GN=PRPF4 PE=1 SV=2
	11
	1.21
	0.97
	0.96
	0.70
	0.68
	0.47
	0.59
	0.016

	sp|Q49AR2|CE022
	UPF0489 protein C5orf22 OS=Homo sapiens GN=C5orf22 PE=1 SV=2
	3
	0.95
	1.16
	1.38
	0.62
	0.60
	0.82
	0.59
	0.027

	sp|Q92598|HS105
	Heat shock protein 105 kDa OS=Homo sapiens GN=HSPH1 PE=1 SV=1
	68
	1.07
	1.18
	1.06
	0.80
	0.80
	0.32
	0.58
	0.049

	sp|P49406|RM19
	39S ribosomal protein L19, mitochondrial OS=Homo sapiens GN=MRPL19 PE=1 SV=2
	10
	0.96
	0.90
	0.98
	0.65
	0.48
	0.52
	0.58
	0.002

	sp|Q9H0H5|RGAP1
	Rac GTPase-activating protein 1 OS=Homo sapiens GN=RACGAP1 PE=1 SV=1
	7
	1.37
	1.25
	1.22
	0.95
	0.64
	0.64
	0.58
	0.010

	sp|Q99595|TI17A
	Mitochondrial import inner membrane translocase subunit Tim17-A OS=Homo sapiens GN=TIMM17A PE=1 SV=1
	2
	1.42
	1.22
	1.32
	0.83
	0.44
	1.01
	0.58
	0.034

	sp|Q15398|DLGP5
	Disks large-associated protein 5 OS=Homo sapiens GN=DLGAP5 PE=1 SV=2
	12
	1.16
	1.05
	1.00
	0.64
	0.67
	0.54
	0.57
	0.002

	sp|Q02241|KIF23
	Kinesin-like protein KIF23 OS=Homo sapiens GN=KIF23 PE=1 SV=3
	21
	1.04
	1.16
	1.08
	0.61
	0.70
	0.56
	0.57
	0.001

	sp|Q9BU89|DOHH
	Deoxyhypusine hydroxylase OS=Homo sapiens GN=DOHH PE=1 SV=1
	7
	1.21
	1.11
	1.16
	0.56
	0.47
	0.96
	0.57
	0.033

	sp|P23919|KTHY
	Thymidylate kinase OS=Homo sapiens GN=DTYMK PE=1 SV=4
	9
	1.80
	1.17
	1.29
	0.91
	0.83
	0.70
	0.57
	0.040

	sp|O15294|OGT1
	UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit OS=Homo sapiens GN=OGT PE=1 SV=3
	18
	1.01
	1.12
	1.04
	0.63
	0.57
	0.61
	0.57
	0.000

	sp|P52788|SPSY
	Spermine synthase OS=Homo sapiens GN=SMS PE=1 SV=2
	29
	2.07
	2.11
	2.07
	1.74
	1.01
	0.82
	0.57
	0.033

	sp|O43665|RGS10
	Regulator of G-protein signaling 10 OS=Homo sapiens GN=RGS10 PE=1 SV=2
	5
	1.57
	1.46
	1.61
	1.16
	0.86
	0.63
	0.57
	0.014

	sp|Q9Y262|EIF3L
	Eukaryotic translation initiation factor 3 subunit L OS=Homo sapiens GN=EIF3L PE=1 SV=1
	19
	1.92
	2.19
	1.84
	1.57
	1.10
	0.72
	0.57
	0.033

	sp|Q8N5N7|RM50
	39S ribosomal protein L50, mitochondrial OS=Homo sapiens GN=MRPL50 PE=1 SV=2
	8
	1.24
	1.51
	1.31
	0.81
	0.75
	0.74
	0.57
	0.002

	sp|O95347|SMC2
	Structural maintenance of chromosomes protein 2 OS=Homo sapiens GN=SMC2 PE=1 SV=2
	51
	0.96
	1.15
	1.03
	0.73
	0.68
	0.36
	0.56
	0.024

	sp|P42166|LAP2A
	Lamina-associated polypeptide 2, isoform alpha OS=Homo sapiens GN=TMPO PE=1 SV=2
	33
	1.00
	1.31
	1.09
	0.55
	0.69
	0.67
	0.56
	0.008

	sp|Q92520|FAM3C
	Protein FAM3C OS=Homo sapiens GN=FAM3C PE=1 SV=1
	8
	1.11
	1.16
	1.34
	0.79
	0.72
	0.52
	0.56
	0.008

	sp|Q8TCG1|CIP2A
	Protein CIP2A OS=Homo sapiens GN=KIAA1524 PE=1 SV=2
	25
	1.03
	1.13
	0.98
	0.64
	0.58
	0.53
	0.56
	0.001

	sp|P00374|DYR
	Dihydrofolate reductase OS=Homo sapiens GN=DHFR PE=1 SV=2
	8
	1.15
	0.93
	1.25
	0.43
	0.52
	0.90
	0.56
	0.047

	sp|P27694|RFA1
	Replication protein A 70 kDa DNA-binding subunit OS=Homo sapiens GN=RPA1 PE=1 SV=2
	29
	1.17
	0.96
	1.21
	0.74
	0.80
	0.32
	0.56
	0.045

	sp|P35250|RFC2
	Replication factor C subunit 2 OS=Homo sapiens GN=RFC2 PE=1 SV=3
	17
	1.24
	1.17
	1.26
	0.71
	0.72
	0.61
	0.56
	0.000

	sp|Q9NYK5|RM39
	39S ribosomal protein L39, mitochondrial OS=Homo sapiens GN=MRPL39 PE=1 SV=3
	9
	1.15
	1.10
	1.26
	0.67
	0.66
	0.62
	0.56
	0.000

	sp|Q00534|CDK6
	Cyclin-dependent kinase 6 OS=Homo sapiens GN=CDK6 PE=1 SV=1
	14
	0.84
	1.09
	0.88
	0.49
	0.59
	0.46
	0.55
	0.008

	sp|Q15021|CND1
	Condensin complex subunit 1 OS=Homo sapiens GN=NCAPD2 PE=1 SV=3
	31
	1.21
	1.12
	1.17
	0.73
	0.66
	0.53
	0.55
	0.001

	sp|Q9BSJ2|GCP2
	Gamma-tubulin complex component 2 OS=Homo sapiens GN=TUBGCP2 PE=1 SV=2
	9
	1.10
	1.38
	1.47
	0.82
	0.77
	0.57
	0.55
	0.012

	sp|P68402|PA1B2
	Platelet-activating factor acetylhydrolase IB subunit beta OS=Homo sapiens GN=PAFAH1B2 PE=1 SV=1
	12
	1.43
	1.46
	1.46
	0.90
	1.10
	0.38
	0.55
	0.037

	sp|O60664|PLIN3
	Perilipin-3 OS=Homo sapiens GN=PLIN3 PE=1 SV=3
	36
	1.57
	1.66
	1.56
	1.06
	0.79
	0.76
	0.55
	0.002

	sp|O95239|KIF4A
	Chromosome-associated kinesin KIF4A OS=Homo sapiens GN=KIF4A PE=1 SV=3
	34
	0.98
	1.10
	1.27
	0.65
	0.66
	0.51
	0.55
	0.006

	sp|Q14254|FLOT2
	Flotillin-2 OS=Homo sapiens GN=FLOT2 PE=1 SV=2
	10
	0.93
	0.74
	0.93
	0.41
	0.39
	0.62
	0.54
	0.016

	sp|P42892|ECE1
	Endothelin-converting enzyme 1 OS=Homo sapiens GN=ECE1 PE=1 SV=2
	11
	1.17
	1.16
	1.02
	0.66
	0.74
	0.41
	0.54
	0.010

	sp|O43399|TPD54
	Tumor protein D54 OS=Homo sapiens GN=TPD52L2 PE=1 SV=2
	17
	2.47
	1.91
	2.47
	1.45
	1.11
	1.16
	0.54
	0.008

	sp|Q9NTJ3|SMC4
	Structural maintenance of chromosomes protein 4 OS=Homo sapiens GN=SMC4 PE=1 SV=2
	44
	1.17
	1.19
	1.01
	0.64
	0.79
	0.40
	0.54
	0.016

	sp|Q9Y2K7|KDM2A
	Lysine-specific demethylase 2A OS=Homo sapiens GN=KDM2A PE=1 SV=3
	6
	1.33
	0.88
	0.92
	0.67
	0.63
	0.40
	0.54
	0.045

	sp|P43246|MSH2
	DNA mismatch repair protein Msh2 OS=Homo sapiens GN=MSH2 PE=1 SV=1
	36
	1.61
	1.37
	1.47
	0.90
	0.85
	0.66
	0.54
	0.002

	sp|Q92896|GSLG1
	Golgi apparatus protein 1 OS=Homo sapiens GN=GLG1 PE=1 SV=2
	33
	1.20
	1.09
	1.10
	0.67
	0.68
	0.48
	0.54
	0.002

	sp|P63173|RL38
	60S ribosomal protein L38 OS=Homo sapiens GN=RPL38 PE=1 SV=2
	9
	1.08
	1.12
	1.15
	0.92
	0.58
	0.30
	0.54
	0.047

	sp|P35251|RFC1
	Replication factor C subunit 1 OS=Homo sapiens GN=RFC1 PE=1 SV=4
	12
	0.83
	1.11
	0.68
	0.45
	0.54
	0.41
	0.54
	0.036

	sp|Q13084|RM28
	39S ribosomal protein L28, mitochondrial OS=Homo sapiens GN=MRPL28 PE=1 SV=4
	5
	2.17
	3.13
	2.81
	1.28
	1.33
	1.72
	0.53
	0.016

	sp|P09493|TPM1
	Tropomyosin alpha-1 chain OS=Homo sapiens GN=TPM1 PE=1 SV=2
	35
	1.14
	1.34
	1.32
	0.70
	0.70
	0.63
	0.53
	0.001

	sp|Q13426|XRCC4
	DNA repair protein XRCC4 OS=Homo sapiens GN=XRCC4 PE=1 SV=2
	6
	1.05
	0.92
	0.99
	0.47
	0.46
	0.64
	0.53
	0.003

	sp|P04183|KITH
	Thymidine kinase, cytosolic OS=Homo sapiens GN=TK1 PE=1 SV=2
	9
	1.16
	0.82
	0.92
	0.44
	0.48
	0.61
	0.53
	0.015

	sp|P26358|DNMT1
	DNA (cytosine-5)-methyltransferase 1 OS=Homo sapiens GN=DNMT1 PE=1 SV=2
	41
	0.95
	0.97
	1.08
	0.51
	0.46
	0.60
	0.52
	0.001

	sp|P04632|CPNS1
	Calpain small subunit 1 OS=Homo sapiens GN=CAPNS1 PE=1 SV=1
	18
	2.70
	1.89
	2.75
	1.42
	1.15
	1.26
	0.52
	0.016

	sp|P21926|CD9
	CD9 antigen OS=Homo sapiens GN=CD9 PE=1 SV=4
	6
	0.99
	1.10
	1.09
	0.52
	0.79
	0.33
	0.52
	0.021

	sp|Q9BTT0|AN32E
	Acidic leucine-rich nuclear phosphoprotein 32 family member E OS=Homo sapiens GN=ANP32E PE=1 SV=1
	8
	2.56
	1.72
	2.68
	1.58
	0.95
	1.04
	0.51
	0.035

	sp|Q9BW19|KIFC1
	Kinesin-like protein KIFC1 OS=Homo sapiens GN=KIFC1 PE=1 SV=2
	12
	1.05
	1.04
	1.05
	0.38
	0.61
	0.61
	0.51
	0.003

	sp|Q13576|IQGA2
	Ras GTPase-activating-like protein IQGAP2 OS=Homo sapiens GN=IQGAP2 PE=1 SV=4
	7
	2.73
	2.23
	1.74
	1.10
	1.46
	0.85
	0.51
	0.031

	sp|Q9Y3D6|FIS1
	Mitochondrial fission 1 protein OS=Homo sapiens GN=FIS1 PE=1 SV=2
	4
	0.97
	1.38
	1.12
	0.72
	0.58
	0.46
	0.51
	0.016

	sp|P31350|RIR2
	Ribonucleoside-diphosphate reductase subunit M2 OS=Homo sapiens GN=RRM2 PE=1 SV=1
	15
	0.90
	1.28
	1.16
	0.53
	0.54
	0.59
	0.50
	0.008

	sp|Q14444|CAPR1
	Caprin-1 OS=Homo sapiens GN=CAPRIN1 PE=1 SV=2
	28
	1.14
	1.32
	1.09
	0.78
	0.60
	0.38
	0.50
	0.012

	sp|Q12834|CDC20
	Cell division cycle protein 20 homolog OS=Homo sapiens GN=CDC20 PE=1 SV=2
	7
	1.06
	1.01
	0.80
	0.25
	0.63
	0.54
	0.49
	0.024

	sp|P18669|PGAM1
	Phosphoglycerate mutase 1 OS=Homo sapiens GN=PGAM1 PE=1 SV=2
	47
	1.58
	2.11
	2.31
	1.20
	1.16
	0.61
	0.49
	0.025

	sp|Q96T88|UHRF1
	E3 ubiquitin-protein ligase UHRF1 OS=Homo sapiens GN=UHRF1 PE=1 SV=1
	11
	1.15
	1.02
	1.19
	0.53
	0.64
	0.49
	0.49
	0.001

	sp|P09884|DPOLA
	DNA polymerase alpha catalytic subunit OS=Homo sapiens GN=POLA1 PE=1 SV=2
	17
	2.21
	1.63
	2.09
	0.96
	0.94
	1.00
	0.49
	0.005

	sp|P62330|ARF6
	ADP-ribosylation factor 6 OS=Homo sapiens GN=ARF6 PE=1 SV=2
	4
	3.63
	2.88
	3.40
	1.92
	2.09
	0.84
	0.49
	0.020

	sp|O75390|CISY
	Citrate synthase, mitochondrial OS=Homo sapiens GN=CS PE=1 SV=2
	28
	1.53
	1.46
	1.85
	0.89
	1.05
	0.41
	0.48
	0.021

	sp|P49327|FAS
	Fatty acid synthase OS=Homo sapiens GN=FASN PE=1 SV=3
	168
	1.45
	1.51
	1.57
	0.94
	0.79
	0.44
	0.48
	0.007

	sp|Q15334|L2GL1
	Lethal(2) giant larvae protein homolog 1 OS=Homo sapiens GN=LLGL1 PE=1 SV=3
	7
	1.25
	0.85
	1.08
	0.38
	0.51
	0.63
	0.48
	0.016

	sp|O75131|CPNE3
	Copine-3 OS=Homo sapiens GN=CPNE3 PE=1 SV=1
	27
	1.87
	1.67
	1.74
	0.82
	1.15
	0.54
	0.48
	0.008

	sp|Q9H9Y6|RPA2
	DNA-directed RNA polymerase I subunit RPA2 OS=Homo sapiens GN=POLR1B PE=1 SV=2
	14
	1.39
	1.46
	2.00
	0.78
	0.40
	1.12
	0.47
	0.039

	sp|P55327|TPD52
	Tumor protein D52 OS=Homo sapiens GN=TPD52 PE=1 SV=2
	8
	1.24
	1.74
	1.56
	0.95
	0.77
	0.39
	0.46
	0.021

	sp|P78347|GTF2I
	General transcription factor II-I OS=Homo sapiens GN=GTF2I PE=1 SV=2
	37
	1.06
	1.08
	1.25
	0.62
	0.37
	0.54
	0.45
	0.003

	sp|P25685|DNJB1
	DnaJ homolog subfamily B member 1 OS=Homo sapiens GN=DNAJB1 PE=1 SV=4
	15
	0.80
	1.05
	1.11
	0.58
	0.54
	0.20
	0.45
	0.024

	sp|P33993|MCM7
	DNA replication licensing factor MCM7 OS=Homo sapiens GN=MCM7 PE=1 SV=4
	54
	1.01
	1.01
	1.00
	0.55
	0.45
	0.35
	0.45
	0.001

	sp|P12236|ADT3
	ADP/ATP translocase 3 OS=Homo sapiens GN=SLC25A6 PE=1 SV=4
	17
	1.19
	1.20
	1.51
	0.69
	0.70
	0.34
	0.45
	0.010

	sp|P09234|RU1C
	U1 small nuclear ribonucleoprotein C OS=Homo sapiens GN=SNRPC PE=1 SV=1
	4
	2.81
	2.49
	3.84
	1.60
	0.99
	1.37
	0.43
	0.018

	sp|Q16540|RM23
	39S ribosomal protein L23, mitochondrial OS=Homo sapiens GN=MRPL23 PE=1 SV=1
	3
	0.72
	0.66
	0.57
	0.38
	0.21
	0.25
	0.43
	0.005

	sp|P36954|RPB9
	DNA-directed RNA polymerase II subunit RPB9 OS=Homo sapiens GN=POLR2I PE=1 SV=1
	8
	1.38
	0.80
	1.17
	0.41
	0.65
	0.35
	0.42
	0.029

	sp|P06744|G6PI
	Glucose-6-phosphate isomerase OS=Homo sapiens GN=GPI PE=1 SV=4
	44
	1.69
	1.67
	1.82
	0.99
	0.79
	0.39
	0.42
	0.005

	sp|Q96EA4|SPDLY
	Protein Spindly OS=Homo sapiens GN=SPDL1 PE=1 SV=2
	17
	1.26
	1.14
	1.08
	0.40
	0.53
	0.50
	0.41
	0.001

	sp|Q99439|CNN2
	Calponin-2 OS=Homo sapiens GN=CNN2 PE=1 SV=4
	9
	1.05
	0.55
	0.77
	0.29
	0.45
	0.22
	0.41
	0.043

	sp|P62910|RL32
	60S ribosomal protein L32 OS=Homo sapiens GN=RPL32 PE=1 SV=2
	7
	1.21
	1.17
	1.39
	0.73
	0.50
	0.31
	0.41
	0.006

	sp|P11388|TOP2A
	DNA topoisomerase 2-alpha OS=Homo sapiens GN=TOP2A PE=1 SV=3
	38
	1.17
	1.18
	1.21
	0.52
	0.50
	0.41
	0.40
	0.000

	sp|O95235|KI20A
	Kinesin-like protein KIF20A OS=Homo sapiens GN=KIF20A PE=1 SV=1
	6
	0.99
	1.11
	1.38
	0.36
	0.33
	0.69
	0.40
	0.012

	sp|P14635|CCNB1
	G2/mitotic-specific cyclin-B1 OS=Homo sapiens GN=CCNB1 PE=1 SV=1
	5
	0.97
	1.03
	0.99
	0.45
	0.42
	0.31
	0.39
	0.000

	sp|O14929|HAT1
	Histone acetyltransferase type B catalytic subunit OS=Homo sapiens GN=HAT1 PE=1 SV=1
	8
	1.39
	1.42
	1.47
	0.70
	0.37
	0.57
	0.38
	0.001

	sp|Q9NRZ9|HELLS
	Lymphoid-specific helicase OS=Homo sapiens GN=HELLS PE=1 SV=1
	9
	1.39
	1.11
	1.09
	0.39
	0.45
	0.51
	0.38
	0.002

	sp|P13647|K2C5
	Keratin, type II cytoskeletal 5 OS=Homo sapiens GN=KRT5 PE=1 SV=3
	11
	2.49
	1.61
	2.17
	1.18
	0.50
	0.68
	0.38
	0.016

	sp|Q16763|UBE2S
	Ubiquitin-conjugating enzyme E2 S OS=Homo sapiens GN=UBE2S PE=1 SV=2
	5
	1.19
	1.09
	1.39
	0.51
	0.49
	0.36
	0.37
	0.002

	sp|P46013|KI67
	Antigen KI-67 OS=Homo sapiens GN=MKI67 PE=1 SV=2
	48
	0.98
	0.88
	0.93
	0.35
	0.31
	0.36
	0.36
	0.000

	sp|Q96DG6|CMBL
	Carboxymethylenebutenolidase homolog OS=Homo sapiens GN=CMBL PE=1 SV=1
	4
	1.41
	1.54
	1.71
	0.72
	0.43
	0.48
	0.35
	0.001

	sp|P23921|RIR1
	Ribonucleoside-diphosphate reductase large subunit OS=Homo sapiens GN=RRM1 PE=1 SV=1
	26
	1.27
	1.21
	1.41
	0.45
	0.40
	0.50
	0.35
	0.000

	sp|O00762|UBE2C
	Ubiquitin-conjugating enzyme E2 C OS=Homo sapiens GN=UBE2C PE=1 SV=1
	8
	1.32
	0.81
	1.24
	0.37
	0.30
	0.49
	0.34
	0.012

	sp|Q9UQ90|SPG7
	Paraplegin OS=Homo sapiens GN=SPG7 PE=1 SV=2
	5
	5.25
	3.94
	2.96
	2.58
	0.47
	1.14
	0.34
	0.043

	sp|P02786|TFR1
	Transferrin receptor protein 1 OS=Homo sapiens GN=TFRC PE=1 SV=2
	29
	1.10
	1.14
	1.36
	0.41
	0.55
	0.25
	0.34
	0.003

	sp|O60566|BUB1B
	Mitotic checkpoint serine/threonine-protein kinase BUB1 beta OS=Homo sapiens GN=BUB1B PE=1 SV=3
	11
	1.94
	1.74
	1.77
	0.63
	0.74
	0.40
	0.33
	0.000

	sp|P62805|H4
	Histone H4 OS=Homo sapiens GN=HIST1H4A PE=1 SV=2
	50
	1.74
	1.57
	2.91
	1.17
	0.61
	0.21
	0.32
	0.049

	sp|P04818|TYSY
	Thymidylate synthase OS=Homo sapiens GN=TYMS PE=1 SV=3
	8
	0.86
	1.01
	0.89
	0.26
	0.24
	0.36
	0.31
	0.000

	sp|P52292|IMA1
	Importin subunit alpha-1 OS=Homo sapiens GN=KPNA2 PE=1 SV=1
	28
	2.68
	2.78
	2.96
	1.08
	0.65
	0.53
	0.27
	0.000

	sp|P00338|LDHA
	L-lactate dehydrogenase A chain OS=Homo sapiens GN=LDHA PE=1 SV=2
	53
	1.29
	1.29
	1.75
	0.50
	0.46
	0.15
	0.25
	0.005

	sp|O14519|CDKA1
	Cyclin-dependent kinase 2-associated protein 1 OS=Homo sapiens GN=CDK2AP1 PE=1 SV=1
	2
	12.82
	7.94
	15.28
	5.50
	2.25
	0.20
	0.22
	0.024

	sp|Q12974|TP4A2
	Protein tyrosine phosphatase type IVA 2 OS=Homo sapiens GN=PTP4A2 PE=1 SV=1
	2
	0.25
	0.30
	0.25
	0.04
	0.06
	0.04
	0.16
	0.000


