Table S2. Comparison of predicted potential TFBSs and ChIP-Seq–based data on TFBS localization in proximal promoters of genes in the RAAS associative network
	TF symbol
	F300
	TF_RAAS_Genes300

	NR3C2
	0
	

	NFKB2
	0.42
	PPARG, RELA

	ZBTB16
	0
	

	PPARG
	0.69
	VDR

	RELA
	0.94
	NR3C2, RELA

	VDR
	0.6
	FOSB

	FOXO1
	0.22
	

	JUN
	0.69
	FOSB, JUN

	FOSB
	0.18
	JUN

	GATA3
	0.56
	JUN


F300 – proportion of RAAS genes in whose [-300;1] promoter regions a potential TFBS was found and experimentally validated; TF_RAAS_Genes300 – transcription factor genes in whose [-300;1] promoter regions a potential TFBS was found. TFs whose potential binding sites have not received experimental confirmation are highlighted in strikethrough. RAAS, renin-angiotensin-aldosterone system; TF, transcription factor; TFBS, transcription factor binding site.

