
Supplementary Table 2. Gene expression in human CD14+ cells in groups studied
	Gene
	Control (1)
	Obesity (2)
	MetS (3)
	P-value

	
	Median (Q1; Q3)
	1 vs 2
	1 vs 3
	2 vs 3
	Test

	NFKBIA  
	1.11 (0.55; 3.59)
	1.01 (0.26; 3.03)
	0.71 (0.33; 1.59)
	>0.9999
	0.2909
	>0.9999
	b

	p65 
	0.79 (0.53; 1.46)
	1.00 (0.69; 2.01)
	0.98 (0.49; 1.41)
	0.3274
	>0.9999
	0.7674
	b

	ANT2 
	1.09 (0.88; 1.3)
	1.03 (0.82; 1.23)
	0.98 (0.82; 1.29)
	0.7743
	0.7467
	0.9996
	a

	NOX2 
	1.06 (0.44; 1.39)
	1.32 (0.89; 2.18)
	1.12 (0.66; 1.99)
	0.0311
	0.3698
	0.3713
	a

	SOD2 
	0.79 (0.55; 1.23)
	1.07 (0.44; 1.9)
	0.92 (0.44; 1.46)
	>0.9999
	>0.9999
	>0.9999
	b

	UCP2 
	1.04 (0.61; 1.78)
	0.84 (0.62; 1.02)
	0.97 (0.67; 1.64)
	0.8778
	>0.9999
	>0.9999
	b

	DRP1 
	1.04 (0.52; 1.94)
	1.42 (0.64; 2.54)
	1.18 (0.5; 2.21)
	0.8475
	>0.9999
	>0.9999
	b

	MFN2 
	1.13 (0.89; 1.74)
	1.07 (0.69; 1.45)
	1.20 (0.47; 1.68)
	>0.9999
	>0.9999
	>0.9999
	b

	NFE2L2 
	0.98 (0.35; 1.47)
	1.01 (0.31; 3.2)
	0.90 (0.44; 1.48)
	>0.9999
	>0.9999
	>0.9999
	b

	OPA1 
	1.60 (0.09; 12.62)
	2.32 (1.45; 4.4)
	1.78 (0.41; 3.07)
	>0.9999
	>0.9999
	0.625
	b

	TFAM 
	1.06 (0.36; 2.08)
	1.38 (0.53; 2.22)
	0.76 (0.41; 2.4)
	>0.9999
	>0.9999
	>0.9999
	b


aOne-way analysis of variance (ANOVA) with Tukey comparison test, bKruskal–Wallis with Dunn’s multiple comparisons test. The data are log-transformed to base 10. MetS, metabolic syndrome.

