Supplementary Table 1. Amplification primer sequences for the UGT1A1 gene
	Amplicon
	PCR fragment length (bp)
	Primer sequence (forward, reverse)

	PBREM
	400
	5′-CACCTCCTCCTTATTCTCTT-3′

	PBREM
	400
	5′-CTCATTCCTCCTCTCTAGCC-3′

	Promoter
	315
	5′-GCCAGTTCAACTGTTGTTGCC-3′

	Promoter
	315
	5′-CCACTGGGATCAACAGTATCT-3′

	Exon1-1
	603
	5′-GGTGTATCGATTGGTTTTTGC-3′

	Exon1-1
	603
	5′-GGCAGTGCATGCAAGAAGA-3′

	Exon1-2
	657
	5′-TTGTCTGGCTGTTCCCACTT-3′

	Exon1-2
	657
	5′-TGCCAAAGACAGACTCAAACC-3′

	Exon2
	416
	5′-AACACGCATGCCTTTAATCATA-3′

	Exon2
	416
	5′-TGACAACAACCACAACAACAAA-3′

	Exon3
	356
	5′-GAAGTTGCCAGTCCTCAGAAG-3′

	Exon3
	356
	5′-TGTTGGCCATAATATTTTCAAGC-3′

	Exon4
	420
	5′-AACACTGAGTCTTTGGAGTGTTTTC-3′

	Exon4
	420
	5′-TATTTGAAACAACGCTATTAAATGCT-3′

	Exon5-1
	625
	5′-CAGGTTTCCTTTCCCAAGTTT-3′

	Exon5-1
	625
	5′-GGGGGCACGATACATATTCA-3′

	Exon5-2
	750
	5′-AATTAATCAGCCCCAGAGTGC-3′

	Exon5-2
	750
	5′-GAAGGCGTGTGTGTGTGAAC-3′


bp, base pairs; PBREM, phenobarbital-responsive enhancer module; PCR, polymerase chain reaction.
