Supplementary information

Table S1. Fold regulation an p-values of the 84 analyzed genes. Red color marks the statistical significance (p<0.05) and those genes were further analyzed for GO enrichment and for possible interactions between them. 
	Gene Symbol
	Fold Regulation
	p-value

	ACSBG2
	-95.3382
	0.028045

	ADCY10
	-23.7971
	0.013294

	AHR
	-2.2493
	0.05738

	AKAP14
	-32.2426
	0.056751

	AKAP4
	-37.8472
	0.201016

	AMH
	-62.8642
	0.037677

	APOB
	-4.9626
	0.176038

	AR
	-6.9629
	0.069437

	BOLL
	-14.2743
	0.048516

	BRD2
	-8.0287
	0.029785

	BRDT
	-11.1213
	0.027255

	CARHSP1
	-2.9498
	0.343852

	CATSPER1
	-61.8948
	0.00348

	CATSPER4
	-39.6417
	0.031883

	CCNB1
	-6.8971
	0.137568

	CD46
	-6.3472
	0.124294

	CDO1
	-5.1741
	0.093484

	CREB1
	-9.7105
	0.04264

	CREM
	-28.9748
	0.019765

	CRISP1
	-81.2643
	0.015776

	CRISP2
	-109.279
	0.000161

	CUL3
	-11.7349
	0.000901

	CYP19A1
	-7.8474
	0.002561

	DAZL
	-10.8939
	0.003152

	DDX25
	-13.7678
	0.001575

	DDX4
	-14.0179
	0.139483

	DMRT1
	-10.5167
	0.117798

	DNAJB8
	-97.3143
	0.082667

	DNAJC28
	-13.285
	0.035729

	EIF2B4
	-4.4992
	0.165497

	EIF4G3
	-6.5922
	0.023296

	ELSPBP1
	-3.9241
	0.325642

	FAS
	-3.4789
	0.172225

	FBXO5
	-3.1813
	0.06158

	FOS
	-1.7079
	0.337575

	GLI3
	-2.1441
	0.76909

	GPR64
	-5.77
	0.101261

	GPX1
	-8.1572
	0.197141

	HDAC1
	-5.6389
	0.007912

	HMOX1
	-7.9972
	0.057075

	HSD17B7
	-2.9058
	0.117676

	HSF2
	-8.1699
	0.174293

	HSPA4L
	-20.7269
	0.147108

	IL16
	-10.0233
	0.152429

	KLHL10
	-18.1081
	0.232737

	LAMA5
	-4.8154
	0.034574

	LEP
	-4.365
	0.040756

	LHCGR
	-18.4825
	0.175061

	LMNA
	-3.8707
	0.109235

	MCM8
	-8.0145
	0.069684

	MLLT3
	-3.3963
	0.222028

	NDUFS7
	-12.057
	0.113267

	NPC2
	-2.7622
	0.802047

	ODF1
	-108.1407
	0.06555

	PARK7
	-2.6079
	0.291322

	PCSK4
	-104.1663
	0.075386

	PDZD8
	-14.0188
	0.066666

	PGK2
	-76.6187
	0.023531

	PIWIL1
	-16.9984
	0.00061

	PLCZ1
	-93.6432
	0.007565

	PRM1
	-285.8287
	0.033734

	PRM2
	-412.4354
	0.161214

	SERPINA5
	-14.009
	0.215749

	SLC25A5
	-2.0186
	0.65411

	SLC26A8
	-50.4177
	0.127019

	SMARCA2
	-6.9695
	0.041234

	SOD1
	-2.2013
	0.347905

	SOD2
	1
	0

	SPO11
	-10.5764
	0.002347

	SPZ1
	-91.235
	0.010582

	SRPK1
	-12.5727
	0.045308

	STAG3
	-20.5747
	0.048313

	SYCP3
	-5.9581
	0.030589

	TBP
	-18.5836
	0.003476

	TCP11
	-22.8253
	0.0592

	TEX11
	-8.2681
	0.140116

	TNP1
	-202.2137
	0.00305

	TPD52L3
	-41.1406
	0.009328

	TRIM36
	-19.9786
	0.220996

	TSGA10
	-20.2492
	0.000025

	UBAP2
	-13.277
	0.000489

	UCHL1
	-4.9054
	0.026156

	WAPAL
	-9.5559
	0.001835

	ZP3
	-10.0331
	0.112513


