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Supplementary Figure 3. Molecular subtypes of HCC based on LRLs and their characteristics.
(A) PCA and t-SNE plots displaying sample distributions according to risk groups. (B) Heatmap of immune cell infiltration across C1–C3 subtypes quantified by multiple algorithms. (C) Comparison of ESTIMATE score, stromal score, and immune score among C1–C3 subtypes. (D) Expression profiles of immune checkpoint genes across C1–C3 subtypes. (E) Predicted drug sensitivity differences among C1–C3 subtypes. Abbreviations: ESTIMATE, Estimation of STromal and Immune cells in MAlignant Tumor tissues using Expression data; IC50, half-maximal inhibitory concentration.
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