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Supplementary Figure 1. Immune infiltration, immune checkpoint expression, and drug sensitivity analysis between high- and low-risk groups.
(A) Immune cell infiltration quantified by multiple algorithms (e.g., Xcell, TIMER, QUANTISEQ, MCPCOUNTER, EPIC, CIBERSORTabs, CIBERSORT). (B) Comparison of immune cell infiltration patterns between high- and low-risk groups.
(C) Immune function differences between high- and low-risk groups. (D) Differential expression of immune checkpoint genes between high- and low-risk groups. (E) Predicted drug sensitivity profiles of high- and low-risk groups. Abbreviations: LRL, lipid metabolism-related lncRNA; NK, natural killer; ssGSEA, single-sample gene set enrichment analysis; IC50, half-maximal inhibitory concentration.
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