Supplementary Table. 5. Outlier SNPs identified and removed by MR-PRESSO

	Exposure
	Outcome
	SNP ID
	Outlier Test P-value
	Removed (Yes/No)

	SLE
	B12DA
	rs183352775
	0.501
	Yes

	SLE
	B12DA
	rs597808
	0.501
	Yes

	SLE
	B12DA
	rs9262046
	0.501
	Yes

	ITP
	SLE
	rs3095154
	0.385
	Yes

	AGC
	SLE
	rs2523579
	0.432
	Yes

	AGC
	SLE
	rs3131007
	0.432
	Yes

	B12DA
	SLE
	rs11882733
	0.171
	Yes


This table lists the single nucleotide polymorphisms (SNPs) that were identified as outliers and subsequently removed by the Mendelian Randomization Pleiotropy RESidual Sum and Outlier (MR-PRESSO) test. For each exposure–outcome pair, the SNP identifier (SNP ID), the outlier test P-value, and the removal decision are presented. SNPs with a statistically significant outlier test result (indicating potential horizontal pleiotropy) were excluded to ensure the robustness of the causal estimates. All outlier SNPs listed in this table were removed prior to the final MR analysis. AGC, agranulocytosis; B12DA, vitamin B12 deficiency anemia; ITP, immune thrombocytopenia; MR, Mendelian randomization; SLE, systemic lupus erythematosus.

