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Fig. 6. The role of c-Myb overexpression in the impact of ATOX1 knockdown on the PI3K/AKT pathway. The PI3K/AKT pathway was analyzed by western blot in Huh7 and HepG2 cells transfected with the OE-c-Myb for 24 h before treatment with siRNA targeting ATOX1 for 24 h. *p < 0.05, **p < 0.01, ***p < 0.001. si-ATOX1, small interfering RNA targeting ATOX1; OE-c-Myb, c-Myb overexpression.
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