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Fig. S2 Forest plot for the associations between TLR10 rs10004195 polymorphism and H.pylori infection risk through homozygous model (AA vs.TT)

image1.jpeg
Study

Emad M. Eed et al. (2020)

Tang etal. (2015)

Laith AL-Eitan etal. (2021)

Sevgi Kalkanli Tas et al. (2020)
Taweesak Tongtawee et al. (2018)
Ying Su etal. (2016)

Xin-juan Yu etal. (2014)
M.Ravishankar Ram et al. (2015)

Overall (I-squared = 85.3%, p = 0.000)

'NOTE: Weigts are rom random sffecs anslyss

or (95% Cl)

2.56 (1.24, 5.28)
1.21(0.96, 1.52)
0.35 (0.17,0.72)
10.15 (4.45, 23.14)
1.01 (056, 1.82)
0.68 (0.42, 1.10)
1.53 (0.87, 2.69)
1.42 (045, 4.49)

1.37 (0.82, 2.29)

%

Weight

12.06

16.33

12.07

11.28

13.14

13.95

13.29

8.87

100.00

oz

21




