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	SNP ID
	Chromosome
	Position
	Mapped gene
	Other allele
	Effect allele
	Beta

	rs12904
	1
	155106697
	EFNA1 
	A
	G
	0.1054 

	rs2642438
	1
	220970028
	MTARC1
	A
	G
	0.0943 

	rs6834314
	4
	88213808
	HSD17B13
	G
	A
	0.1625 

	rs888655
	5
	72917439
	-
	G
	A
	0.0726 

	rs9398804
	6
	126703390
	CENPW
	A
	T
	0.0726 

	rs7029757
	9
	132566666
	TOR1B
	A
	G
	0.1625 

	rs1799992
	11
	118957246
	HMBS
	T
	C
	0.2070 

	rs28929474
	14
	94844947
	SERPINA1
	C
	T
	0.7080 

	rs429358
	19
	45411941
	APOE
	C
	T
	0.1625 

	rs58542926
	19
	19379549
	TM6SF2
	C
	T
	0.3646 

	rs1883711
	20
	39179822
	-
	G
	C
	0.1906 

	rs738409
	22
	44324727
	PNPLA3
	C
	G
	0.4886 



